Appendix |1

EUROPEAN ANCESTRY ADMIXTURE DATA

Investigator: Joseph Zmuda and Elad Ziv
Ancillary study reference #: AS04-54 and AS04-55
Methodology: Sequenom MassArray

Sample Description: 1236 African-American participants with DNA

Gene

Variable
Name

NCBI or Celera
database
identifier

(rs # or CV#)

Format

HWE p-value

Blind duplicate
analysis
Weighted
Kappa

CV7732308

rs1011024

rs1011024

0=A/A
1=A/G
2=G/G

0.01291

0.9635

CV1559252

rs10791800

rs10791800

0=G/G
1=G/T
2=T/T

0.26068

1.0000

CVv2829408

rs11878536

rs11878536

0=C/C
1=C/G
2=G/G

0.74958

1.0000

CV2952237

rs1374092

rs1374092

0=A/A
1=A/C
2=CIC

0.03188

1.0000

CVv2908190

rs1426654

rs1426654

0=A/A
1=A/G
2=G/G

0.07631

0.9686

CV2002575

rs1454436

rs1454436

0=C/C
1=CIT
2=T/T

7x10°°

0.9585

rs1525760

rs1525760

rs1525760

0=C/C
1=CIT
2=T/T

0.28257

1.0000

CV7508699

rs1530044

rs1530044

0=A/A
1=AIT
2=TIT

0.03043

1.0000

CV7743081

rs1861141

rs1861141

0=A/A
1=A/G
2=G/G

0.29502

1.0000

CV11734554

rs1941141

rs1941141

0=A/A
1=A/G
2=G/G

9X10%%®

1.0000

CV11433260

rs1956485

rs1956485

0=C/C
1=CIT
2=T/T

0.93824

1.0000

rs2060447

rs2060447

rs2060447

0=C/C
1=CIT
2=T/T

6X107™°

1.0000
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Gene

Variable
Name

NCBI or Celera
database
identifier

(rs # or CV#)

Format

HWE p-value

Blind duplicate
analysis
Weighted
Kappa

CVv3052364

rs2301550

rs2301550

0=A/A
1=A/G
2=G/G

0.0023

1.0000

CV1229391

rs2339475

rs2339475

0=A/A
1=A/G
2=G/G

0.00742

1.0000

CV16221769

rs2394931

rs2394931

0=A/A
1=A/G
2=G/G

0.00031

1.0000

FY-NULL

rs2814778

rs2814778

0=C/C
1=CIT
2=TIT

0.0124

1.0000

CVv2632270

rs2965404

rs2965404

0=C/C
1=CIT
2=T/T

0.03865

1.0000

F13A1-030748

rs3024354

rs3024354

0=G/G
1=G/T
2=T/T

0.01062

1.0000

CV25599793

rs3825663

rs3825663

0=C/C
1=CIT
2=T/T

0.36246

1.0000

CV11651415

rs4242762

rs4242762

0=C/C
1=C/G
2=G/G

0.73546

1.0000

CVv268172

rs4436849

rs4436849

0=A/A
1=A/C
2=CIC

0.38828

1.0000

CVv368607

rs4759816

rs4759816

0=A/A
1=A/G
2=G/G

0.37952

1.0000

CV2985951

rs4821667

rs4821667

0=A/A
1=A/C
2=CIC

7.9X10%

0.9588

CV2114253

rs6034866

rs6034866

0=A/A
1=A/G
2=G/G

0.38853

1.0000

CV394222

rs6662385

rs6662385

0=C/C
1=CIT
2=TIT

0.22768

1.0000

CVv2983723

rs680273

rs680273

0=C/C
1=C/G
2=G/G

0.56004

1.0000

CV1529040

rs7201030

rs7201030

0=A/A
1=A/G
2=GIG

0.00427

1.0000




NCBI or Celera

Blind duplicate

Gene Variable database Format | HWE p-value analysis
Name identifier Weighted
(rs # or CV#) Kappa

CV2006046 rs734908 rs734908 0=G/G 0.00607 1.0000
1=G/T
2=TIT

CV1489951 rs7865808 rs7865808 0=A/A 0.00176 1.0000
1=A/G
2=G/G

CV7584084 rs803733 rs803733 0=C/C 0.02564 1.0000
1=CIT
2=TIT

rs913607 rs913607 rs913607 0=C/C 0.58622 1.0000
1=C/G
2=G/G

CV2935153 rs930072 rs930072 0=C/C 0.0005 1.0000
1=CIT
2=TIT

CVv2431878 rs9418990 rs9418990 0=A/A 0.92533 0.9539
1=A/G
2=G/G

CV1564515 rs959071 rs959071 0=C/C 0.04589 1.0000
1=CIT
2=T/T

rs959354 rs959354 rs959354 0=A/A 0.88826 1.0000
1=A/G
2=G/G

Point estimate, PcntEA N/A Numeric N/A N/A

Percent European (0to0 1.0)

Ancestry

admixture

Lower Limit, 95% | LwrLim95CI N/A Numeric N/A N/A

Confidence (0t0 1.0)

Interval for point

estimate

Upper Limit, 95% | UprLim95ClI N/A Numeric N/A N/A

Confidence (0to 1.0)

Interval for point

estimate

Number of SNPs SNPs_Typed N/A Numeric N/A N/A

successfully typed




