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snp gene Chr Genotyping method oligo1 oligo2 oligo3
white.HWE.
P.val

black.HWE.
P.val

MC4R-I251L MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGCAGACAA
CAAAGACGCCAAT

GAGTCGAGGTCATAT
CGTGCAGCAGACAA
CAAAGACGCCAAG

AGGATGGTCAAGGTA
ATCGATGCGTGAGTT
GCTAAGCCGTGGTC
TGCCTATAGTGAGTC 0.353 1

MC4R-V103I MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCGTTTCAAATGG
ATCAGAAACCATTA

GAGTCGAGGTCATAT
CGTCGTTTCAAATGG
ATCAGAAACCATTG

CATCACCCTATTAAA
CAGTACAGAAGAAGC
TGCTATGGCGTCGT
GTGTCTGCCTATAGT
GAGTC 1 1

rs1000586 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACCACCAACCCC
AGTCTGGGA

GAGTCGAGGTCATAT
CGTACCACCAACCCC
AGTCTGGGG

AGGGTCAGGTGGGG
AGAGTGTTCTGGACT
ATCACGAACCCGGTC
TGCCTATAGTGAGTC 0.5537 0.5947

rs10021007 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGGGACTGA
GATAGGACCTTGAGA
GT

GAGTCGAGGTCATAT
CGTGCAGGGACTGA
GATAGGACCTTGAGA
GG

TTTTTTCTTCCCAAT
GAAGAAGTGAGACG
AAGGTACGCGGTTCA
GTCTGCCTATAGTGA
GTC 0.4823 0.7643

rs10022413 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCATTATAAAAC
TATACTGGCCCTGCA
T

GAGTCGAGGTCATAT
CGTTCATTATAAAAC
TATACTGGCCCTGCA
C

GAGAATTTTTAGCCT
ACTTTTCTTGGTTGT
AACGTCGGAAGCTAC
CTTGGTCTGCCTATA
GTGAGTC 0.1547 0.7168

rs10081630 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGAAAATTTT
TCTTATTGATTTGCT
CT

GAGTCGAGGTCATAT
CGTGTGGAAAATTTT
TCTTATTGATTTGCT
CA

TGTATTCTTTCCATTT
ATTCTTTCAGGGCAC
TATTACTCGCTAACC
GGTCTGCCTATAGTG
AGTC 0.2497 0.2176

rs10082121 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACAGAAGGAG
ATTTTACAGCACACT

GAGTCGAGGTCATAT
CGTCACAGAAGGAG
ATTTTACAGCACACC

TGTTTTGAGTCTCAA
AAACACACTCGTGCT
TATCTTGGACACATG
AGTCTGCCTATAGTG
AGTC 0.02702 0.4108



rs1011527 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCCATCCCCGC
ACCAGTT

GAGTCGAGGTCATAT
CGTCCCATCCCCGC
ACCAGTC

TGTGGCCAGAGAGT
TGGAATATATGTTCG
ACTGTCGCCGCAAG
AGTCTGCCTATAGTG
AGTC 1 0.02037

rs10115908 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTGCACATAT
CTTTATTTCAGTCCA
T

GAGTCGAGGTCATAT
CGTGTTTGCACATAT
CTTTATTTCAGTCCA
C

TCAACACATTCGTGT
TTATACAGTAATGCT
TCTCGTGATATGGCC
GGGTCTGCCTATAGT
GAGTC 0.001938 0.3958

rs10125141 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCCTGCAGTA
AATGGTAGCTAGAT

GAGTCGAGGTCATAT
CGTGGCCTGCAGTA
AATGGTAGCTAGAC

TTAAACATTAGCCAC
ACAGCTACGCAACCT
GATTGTCCTCGGGTA
GTCTGCCTATAGTGA
GTC 0.007922 0.5048

rs1013402 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTTTTAGGGG
GAAACACACAATTTA

GAGTCGAGGTCATAT
CGTGTTTTTTAGGGG
GAAACACACAATTTG

AAAAACTGTCAAGTG
AAGAACAGAGCAGG
AGAGCTAGTTCCGTC
GGTCTGCCTATAGTG
AGTC 0.2197 0.8196

rs10158279 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTATGTATAGT
GACCTTTATCTGCAG
CTT

GAGTCGAGGTCATAT
CGTTGTATGTATAGT
GACCTTTATCTGCAG
CTG

AGAAACATACAGAAG
AATTTCACTGGCACG
GCTCCATATTCGGAC
ATGTCTGCCTATAGT
GAGTC 0.9217 0.1028

rs1017607 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAACTCAGCTTTC
TCAGCTGCTGTTAT

GAGTCGAGGTCATAT
CGTAACTCAGCTTTC
TCAGCTGCTGTTAC

ATTTTTTGTTTTATCA
GCATCATATTAGCAA
GCGCCTCATGTATCG
GGTCTGCCTATAGTG
AGTC 0.7689 0.9383

rs10188864 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGGAGCTCA
GACAATCTTGAAAT

GAGTCGAGGTCATAT
CGTGGAGGAGCTCA
GACAATCTTGAAAC

GATTCTATGCCGGGA
TTTATTATCTGTCAT
GGAGGTTCCGCATAA
TGTCTGCCTATAGTG
AGTC 1 0.7233



rs10195561 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCGGAGCTGGAT
GGAGACTTGGT

GAGTCGAGGTCATAT
CGTCGGAGCTGGAT
GGAGACTTGGC

GGTGAGAGGAAGCT
AAGGACTAATGTTGA
CCCGGATCTCGTCC
GTCTGCCTATAGTGA
GTC 1 1

rs10202934 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCCCTGGTT
CTCAGCCCA

GAGTCGAGGTCATAT
CGTGGGCCCTGGTT
CTCAGCCCG

TTACCTTTTCCTCCC
AAGTTCTTACTGCGC
TCCTAATTGGCACCG
TCTGCCTATAGTGAG
TC 0.4411 0.9347

rs10216248 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCGATGGAAA
TTGAAAAGCAAA

GAGTCGAGGTCATAT
CGTGGCGATGGAAA
TTGAAAAGCAAG

ATGAGTGTGAGGTG
AAGCACACTGGTCAT
TATTCGTGGGAGCTG
GTCTGCCTATAGTGA
GTC 1 0.6219

rs10223009 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAAACCACAGTA
TTTCCTACCCTTGAT

GAGTCGAGGTCATAT
CGTAAAACCACAGTA
TTTCCTACCCTTGAC

CTGAGATATGCGATG
AATATATCTACTCTG
TGAGCGTTATCGACC
CGTCTGCCTATAGTG
AGTC 0.8843 0.7708

rs10244329 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGTTTGAGAA
TTTACATATTTAACTT
CAA

GAGTCGAGGTCATAT
CGTGTGGTTTGAGAA
TTTACATATTTAACTT
CAT

GCAAGGAAGAACATT
TATTTTTATGTCACCT
CCTGAGCGAAGTACA
GTCTGCCTATAGTGA
GTC 0.26 0.1426

rs10249476 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGCAGCAAG
TATCAGCACAGGA

GAGTCGAGGTCATAT
CGTGCAGCAGCAAG
TATCAGCACAGGC

GCTAAGTGGCTACAC
AGAGAAACTGACACC
GTTAGTAGGAGGCG
GTCTGCCTATAGTGA
GTC 0.3632 0.1084

rs1024985 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGGCCCTGGG
CAGTCGA

GAGTCGAGGTCATAT
CGTCAGGCCCTGGG
CAGTCGG

ACTCTGGCTGGAGA
GATCAGGTGTAGGC
CAGCTAAACGTCGTG
TCTGCCTATAGTGAG
TC 0.8229 0.9384



rs10269842 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTAACACCCC
CTTCCCTTCCAT

GAGTCGAGGTCATAT
CGTGAGTAACACCCC
CTTCCCTTCCAC

CTCTCCTCCTTCTCC
ATCTCTGCGTCGTGA
AGCAGTGTATTCCGT
CTGCCTATAGTGAGT
C 0.8078 0.2769

rs1036914 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTTGTTTTTCT
CGCCTACATACTA

GAGTCGAGGTCATAT
CGTTTTTTGTTTTTCT
CGCCTACATACTG

AACCACGAGTGATTT
TTATTTCCATATAAC
GCGGGTGTCCATAC
GGTCTGCCTATAGTG
AGTC 0.5951 0.7704

rs10399824 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGCACACCTC
CATCGCCT

GAGTCGAGGTCATAT
CGTGCGCACACCTC
CATCGCCC

GTTCTTTATACCTGG
CTCTGGTTAAGCCTG
CGTGTACTGGGAAC
GTCTGCCTATAGTGA
GTC 0.2182 0.7178

rs10435949 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGTGCCCAT
GAACTTTCCCTCT

GAGTCGAGGTCATAT
CGTGCTGTGCCCAT
GAACTTTCCCTCG

ATTATGCTAGTCAAT
GATCAGCCACTGAGT
CATTAGCGCGATTTC
TAGTCTGCCTATAGT
GAGTC 0.8529 0.2992

rs10447854 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTCTCAGCTTG
GTATGTCCCCA

GAGTCGAGGTCATAT
CGTTGTCTCAGCTTG
GTATGTCCCCG

CAATTATATGCCTCT
GCTCACTGTACTGGC
GAATGAGGATCAACT
AGTCTGCCTATAGTG
AGTC 1 0.2976

rs10465180 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGGTGGGAA
TGTTTACACCGCA

GAGTCGAGGTCATAT
CGTGATGGTGGGAA
TGTTTACACCGCG

AAATCAGCAAACATT
ACAAATTAGAATTGT
GCGGTACACCCTACT
CGGTCTGCCTATAGT
GAGTC 0.3028 0.9536

rs10487506 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTACCTTCCCA
GTGGCCTTGCA

GAGTCGAGGTCATAT
CGTGTTACCTTCCCA
GTGGCCTTGCG

CTAGAGGAATCCCTG
TATAGTGGAAGGACT
TCGGTTGGGCATCG
CGTCTGCCTATAGTG
AGTC 0.9605 0.06957



rs10493380 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTTTTAAATC
CCTTACAAACATTAG
ATTT

GAGTCGAGGTCATAT
CGTGGGTTTTAAATC
CCTTACAAACATTAG
ATTG

ATCCCTTTTAAAATAT
ACTTTTTTACATAGC
GTCCCGTCTCATAGA
GTGGTCTGCCTATAG
TGAGTC 0.3335 0.5758

rs10503038 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGGGTCCAA
AGAGGGCTATTTGT

GAGTCGAGGTCATAT
CGTGGAGGGTCCAA
AGAGGGCTATTTGC

CCGCAGTAATACAGC
ATGACTACTGTCCCT
AGTGTGACGGCAGT
CTGCCTATAGTGAGT
C 1 0.7683

rs10512154 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTGGAGAACA
GAGTTGAACTGAGAA

GAGTCGAGGTCATAT
CGTCCTGGAGAACA
GAGTTGAACTGAGAG

TTGATAGCACAATGG
AAGGTACGCCTCGC
AGGATCTAAGCACTG
GTCTGCCTATAGTGA
GTC 0.8893 0.3956

rs10512159 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCCATGTTGC
GCTTGGAAGTAAT

GAGTCGAGGTCATAT
CGTGTCCATGTTGCG
CTTGGAAGTAAC

CTTTAGTGGCTAAAG
GATGTGGAGAAATGT
ACCCGAGGGAGTTC
GGTCTGCCTATAGTG
AGTC 0.4009 0.4036

rs10515236 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAAACTTCCAA
GGACAGAGTGATTCT

GAGTCGAGGTCATAT
CGTTGAAACTTCCAA
GGACAGAGTGATTCC

CAAGTCTTTTAGGAG
AACATTCTCCTTCAT
CACGCCGGGTTAAA
GCGTCTGCCTATAGT
GAGTC 1 1

rs10515237 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCAAAGATGT
ATAGGCTATATTCAA
CTA

GAGTCGAGGTCATAT
CGTGTGCAAAGATGT
ATAGGCTATATTCAA
CTG

CCATTTTCTAGGAAT
CCATATCTCACGAAC
CGACGCCATTTGACT
GTCTGCCTATAGTGA
GTC 0.1031 0.7857

rs10517849 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCAGCATATTT
TTTCAGAGCCTGCA

GAGTCGAGGTCATAT
CGTGTCAGCATATTT
TTTCAGAGCCTGCG

CCTGTATTAAATCAG
CTCTGTTCTCGCGCA
AATTGACGGACAGTG
GTCTGCCTATAGTGA
GTC 0.3188 0.1841



rs10517850 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTTTCTCATTA
TTCCCTTTTTTCTAA
GT

GAGTCGAGGTCATAT
CGTTGTTTCTCATTA
TTCCCTTTTTTCTAA
GC

AGAATTATAAGAGAC
AGAATCTCTGAGAGT
GGCGTACTCCGTAG
CGTAGTCTGCCTATA
GTGAGTC 0.1979 0.3379

rs1073049 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGAGGATGA
GTTCCACCAAATCA

GAGTCGAGGTCATAT
CGTGTGGAGGATGA
GTTCCACCAAATCG

GAGGTAAACCAAGAA
AAGGAAGGAGCAAT
GGGGCGCATCTTTAT
CGTCTGCCTATAGTG
AGTC 0.2092 0.8603

rs10746747 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCCAACTCC
TCCCAGGCTAA

GAGTCGAGGTCATAT
CGTGGGCCAACTCC
TCCCAGGCTAT

GAGTGAAAGCCCCA
GAACTAGATGCCGTA
CCAGTATGTTCCGG
GTCTGCCTATAGTGA
GTC 0.788 0.9011

rs10749753 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAACTGTCCAGAA
TAGGCAAGTCCATA

GAGTCGAGGTCATAT
CGTAACTGTCCAGAA
TAGGCAAGTCCATG

ACACAGAAAGCAGAT
CAGTGGCAAACTTAC
ATGCCTGACGATGG
GGTCTGCCTATAGTG
AGTC 0.7913 0.5531

rs10749754 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGCATGGAA
TGGGTACATCATA

GAGTCGAGGTCATAT
CGTGGGGCATGGAA
TGGGTACATCATG

GGTAGGTGTGTGTTT
AACAACTTACGCGGA
TTGACTGTCCAGAAG
GTCTGCCTATAGTGA
GTC 0.8808 0.007388

rs10754377 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGTCCATTAG
AAAAATTCCAGATAG
CT

GAGTCGAGGTCATAT
CGTGTTGTCCATTAG
AAAAATTCCAGATAG
CC

AAAGTTATGAGCCTG
CATACTCTTTGGGAG
TCCACGAAATTCCTG
AGGTCTGCCTATAGT
GAGTC 0.9593 0.8934

rs10767660 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCCAGAACAAT
CACACATTTTTACAA
A

GAGTCGAGGTCATAT
CGTGGCCAGAACAAT
CACACATTTTTACAA
G

GAGAGAAAGAGAAAA
AAAGTTAAGACAACT
GCTTGATGCCGCACA
CTGTCTGCCTATAGT
GAGTC 1 1



rs1078947 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGTTATTCCT
CAGTTATTAGCACAA
AT

GAGTCGAGGTCATAT
CGTGGAGTTATTCCT
CAGTTATTAGCACAA
AC

TTATTTCCTTAGGAA
CTAGGCTGTCTATAT
CCCGAAAGTACAGG
CCCGTCTGCCTATAG
TGAGTC 0.6341 0.1714

rs10835210 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTCCTGCATT
AAGCTACAAGTAATG
AT

GAGTCGAGGTCATAT
CGTGCCTCCTGCATT
AAGCTACAAGTAATG
AG

ACTTTCCTGTGCTTT
ACAGTTAAGATAGCT
TGGGCACAACCCGT
AGTCTGCCTATAGTG
AGTC 0.6549 0.3246

rs10835211 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGACTTTCAGC
TTCAACTGAGCGAT

GAGTCGAGGTCATAT
CGTGTGACTTTCAGC
TTCAACTGAGCGAC

AGAGCTCTGCTGGT
GAAACGTTTCCGCGC
ACAGATAGTCACGTC
TGCCTATAGTGAGTC 0.0496 0.2047

rs10868228 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCGTAATACAC
AGCTGGAGCCAT

GAGTCGAGGTCATAT
CGTGGCGTAATACAC
AGCTGGAGCCAC

GACATTAATGCATGT
TTATCACAGCCAGTA
AGACCCGAGCCCTTT
GTCTGCCTATAGTGA
GTC 0.6589 0.6616

rs10868231 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCTTAAGTGC
TCCCCTTCTCTTGT

GAGTCGAGGTCATAT
CGTGACCTTAAGTGC
TCCCCTTCTCTTGC

AAAAATAATTCCCTTA
GATAAATTCTAGGCG
ATAGGCTGTACGAAT
CGGTCTGCCTATAGT
GAGTC 1 0.1233

rs10868235 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTAACAGCTTTGC
AAAGGCCAGAA

GAGTCGAGGTCATAT
CGTTAACAGCTTTGC
AAAGGCCAGAG

TTTACACAAGATCCA
GGCCTGAGTGGTTTA
ACGGAACTCGGCGT
CTGCCTATAGTGAGT
C 0.8445 0.9275

rs10868238 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTAGCCAGGT
GAGCTCCCCAA

GAGTCGAGGTCATAT
CGTGTTTAGCCAGGT
GAGCTCCCCAG

TTGGACCCTACCAAT
CCTAAAAAAGTAGAG
GGCCGACTGCTTTC
GTCTGCCTATAGTGA
GTC 0.0371 0.1565



rs10868241 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCCTTTCACTT
GAAAACTTGGAGGT

GAGTCGAGGTCATAT
CGTGTCCTTTCACTT
GAAAACTTGGAGGC

TGTGTAGGGTTATTA
ATTGTCCAATCGTTG
TATGTCACGAAAGGC
GAGTCTGCCTATAGT
GAGTC 0.8576 0.1587

rs10868244 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGCATGATTGTA
TGTGGGACTGTTTT

GAGTCGAGGTCATAT
CGTAGCATGATTGTA
TGTGGGACTGTTTC

TTCTTTTGACTTACTT
ACTTAGGATAGTCGT
GGTGAAGCCTTGAG
TCGTCTGCCTATAGT
GAGTC 0.5972 1

rs10868246 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAATGTTACCC
CCACAAGAAACCTTT

GAGTCGAGGTCATAT
CGTGGAATGTTACCC
CCACAAGAAACCTTA

CAAAGCAAATTCTTT
CATTTTAATATTAGTG
CCAAAATGCCCGTGA
GGTCTGCCTATAGTG
AGTC 0.7701 0.3266

rs10872573 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTCTCCTTTC
CTCTTCTTGAGTAGC
T

GAGTCGAGGTCATAT
CGTGTCTCTCCTTTC
CTCTTCTTGAGTAGC
C

TTTGAGTACTTTCAC
ATCTTACTCCACTGG
TGGAGACCCCGTAG
TGCGTCTGCCTATAG
TGAGTC 0.5946 0.5371

rs10872578 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGTTGGGGGA
AATTTCTGTGTA

GAGTCGAGGTCATAT
CGTTTGTTGGGGGA
AATTTCTGTGTG

TGCTAATTTCTTGTA
AGGGTTGTGCACCT
GAAGCGAACTGTCTG
GTCTGCCTATAGTGA
GTC 0.392 1

rs10889558 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGTTCTAGGAC
CACCAACATCCA

GAGTCGAGGTCATAT
CGTTGGTTCTAGGAC
CACCAACATCCG

ACAACCTGGAATCTG
GTTAGAGGATGACGA
CCGAATACCGTTGGT
CTGCCTATAGTGAGT
C 0.7967 0.2575

rs10889569 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTCTAATTGA
GAGTGATGGGCAAT

GAGTCGAGGTCATAT
CGTGGCTCTAATTGA
GAGTGATGGGCAAA

TAATGTCAGATAGAA
ATAAGTGCCGTTATC
ACAGGCGCTTTGGC
AACGTCTGCCTATAG
TGAGTC 0.1247 0.06221



rs10954170 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCACATAATT
GCCAATAAATCACA

GAGTCGAGGTCATAT
CGTGACCACATAATT
GCCAATAAATCACC

AGTATGAGTGAAAAT
TTAAAAAATGTACTG
TCTAAAATCGAGCCG
CAGTCTGCCTATAGT
GAGTC 0.8763 0.2829

rs10954171 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCACAGAAAAT
CTGAAGATCAAGTGA
AAT

GAGTCGAGGTCATAT
CGTGCCACAGAAAAT
CTGAAGATCAAGTGA
AAA

TTAATAAGAGAGTTC
AATAAGGCAGACACA
TTGCCGCCAGATGTC
TGTCTGCCTATAGTG
AGTC 0.473 0.2791

rs10954173 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGTGGGTGG
GAGAGAAAGGACA

GAGTCGAGGTCATAT
CGTGCAGTGGGTGG
GAGAGAAAGGACG

AAGGAAGCAAGTGG
TAAAGGGAAGCCGC
TCTTCTTAGTGATCT
GGTCTGCCTATAGTG
AGTC 0.2674 0.03701

rs10954174 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCGGTTTGAC
CACTGGGAAT

GAGTCGAGGTCATAT
CGTGGCGGTTTGAC
CACTGGGAAC

CAAGATCCCTGAGG
GCAGGGTGTTCGGA
CGAATAGCTCCCGTC
TGCCTATAGTGAGTC 0.1078 0.573

rs10954176 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTCACAGCCTC
GCTCCATTTGT

GAGTCGAGGTCATAT
CGTCTCACAGCCTCG
CTCCATTTGC

CCGTTTAGGGAGCTA
CGAGATTGCTGGTG
CCACTACGGAAACCG
TCTGCCTATAGTGAG
TC 0.04889 0.2953

rs11030108 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGTTTCTTCC
ATCACCTGTTTTCAT

GAGTCGAGGTCATAT
CGTGCAGTTTCTTCC
ATCACCTGTTTTCAC

TCTCTTGTTTTTTTAA
ATTTAATGCGGCAGA
GGGTTCCCGTTACTC
AGTCTGCCTATAGTG
AGTC 0.4474 0.7549

rs11030119 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGGTTGTGAGAT
CTGATCTTTTGCTAT

GAGTCGAGGTCATAT
CGTAGGTTGTGAGAT
CTGATCTTTTGCTAC

AGAAAAGTCTGAGTG
GTGACTTAATCGCTC
ACCACTTGGAGTCGC
GTCTGCCTATAGTGA
GTC 0.6328 0.7245



rs11030121 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGATTTACAATT
CTGGGTGGGTACCA

GAGTCGAGGTCATAT
CGTTGATTTACAATT
CTGGGTGGGTACCG

AAATTTTTAACTTGTT
AAGAAGTATCATCGC
TAATAGAGTGAATCC
CACGTCTGCCTATAG
TGAGTC 0.7256 0.4466

rs11100610 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCATTTCATAGG
TGATGAATTTGGGAG
A

GAGTCGAGGTCATAT
CGTGCATTTCATAGG
TGATGAATTTGGGAG
G

AGAGAGAAGTTAATT
GACTTGCCTGCTAAT
ACTCTTCTCTCGACG
GGGTCTGCCTATAGT
GAGTC 0.239 0.5274

rs11100614 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGTGGAACA
GGGAATCAAATCAT

GAGTCGAGGTCATAT
CGTGTGGTGGAACA
GGGAATCAAATCAG

TTAATAGAAAATAGA
AATGCAGATTCGAAG
CCGGGTCACTTTGAA
GCGGTCTGCCTATA
GTGAGTC 0.7743 0.4209

rs11140755 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAGTCAGTA
CCTTTCTTTGTGAGA
T

GAGTCGAGGTCATAT
CGTGGCAGTCAGTA
CCTTTCTTTGTGAGA
C

TACAGAAGTGCTAGA
GAGAACTGTGTTTGC
ACTATCAACCGTCCG
CGTCTGCCTATAGTG
AGTC 1 0.08196

rs11140771 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGTATTCACCTG
AATCCTGAATCTCCT

GAGTCGAGGTCATAT
CGTAGTATTCACCTG
AATCCTGAATCTCCC

AAAGACAAGCAGAAT
TAGGGAGGTCCCTTA
ATGTGTAAGCGTGCA
TGTCTGCCTATAGTG
AGTC 0.8343 0.3333

rs11140778 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGTGTGGGT
GCCAATTGCTA

GAGTCGAGGTCATAT
CGTGCTGTGTGGGT
GCCAATTGCTT

TGTATTGAATTAAATT
GTGATTGTTGCTTAA
TCTCGTGAGGGTAG
GAACGTCTGCCTATA
GTGAGTC 0.8833 0.2652

rs11140810 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTAATGTGCC
CCTTGGGTGGTTT

GAGTCGAGGTCATAT
CGTGGTAATGTGCC
CCTTGGGTGGTTG

CACTGTTTGGTTTTA
ACATATGCACAGTTG
CGCTCTCACCTAGTG
GTCTGCCTATAGTGA
GTC 0.4327 1



rs11140830 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTATGCGTTTGA
GGCCAGGTCCA

GAGTCGAGGTCATAT
CGTGTATGCGTTTGA
GGCCAGGTCCG

GTTTATTTATTTCTTT
AGTCTATGCACCTCT
ATATCGGGGAATGTA
GCACGTCTGCCTATA
GTGAGTC 0.8271 0.06866

rs11152221 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTGATTCAGCA
GGTAAAAAACCAT

GAGTCGAGGTCATAT
CGTTGTGATTCAGCA
GGTAAAAAACCAC

TAAATAATAAGGCAA
AAATATCTCAGGTCC
GTTAAAGCAGCCATA
CCGTCTGCCTATAGT
GAGTC 0.3574 0.2876

rs11155472 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTCAGTCCTGTG
TCCCATCCAGA

GAGTCGAGGTCATAT
CGTCTCAGTCCTGTG
TCCCATCCAGT

GGGGGTCTTTTTCTA
ATTTGCCGATGTATT
ACGCCGAGAAGCGT
CTGCCTATAGTGAGT
C 0.5563 0.4151

rs11208659 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGTTTTGCT
GTCAAATCCCAT

GAGTCGAGGTCATAT
CGTGGGGTTTTGCT
GTCAAATCCCAC

ATACTCCTGCAGAGA
ATAAAGTGTAGACGT
GCGAGGGTCTGATC
TGTCTGCCTATAGTG
AGTC 0.5079 0.106

rs11208660 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCACATATTGG
AAAGACAGTCATGAG
A

GAGTCGAGGTCATAT
CGTGTCACATATTGG
AAAGACAGTCATGAG
G

AAATATGGTAGACTA
TTCTATGTAGCTGAT
CCCAATACGGCTTTG
CAGTCGTCTGCCTAT
AGTGAGTC 1 0.04107

rs11208674 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAACTGAAGGAA
GCGAGACTTTAAGCA

GAGTCGAGGTCATAT
CGTGAACTGAAGGAA
GCGAGACTTTAAGCG

CAAATAGAAGAATTA
ATGAGAAAGAAGGCA
TCGTATTAACACTGG
CGCGTCTGCCTATAG
TGAGTC 0.9001 0.5242

rs113318 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGAAACCAAG
GATTGCACTTTTACA
A

GAGTCGAGGTCATAT
CGTGAGAAACCAAG
GATTGCACTTTTACA
G

TTCAGCTCTAACATA
AAATTGGCAAACTTT
CCCGATGACAAGGT
CGAGTCTGCCTATAG
TGAGTC 0.03174 0.5991



rs1137100 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTATGTGCAGA
CAACATTGAAGGAAA

GAGTCGAGGTCATAT
CGTGTTATGTGCAGA
CAACATTGAAGGAAG

ACATTTGTTTCAACA
GTAAATTCTTGTGTC
GATTAGCTGGCGACT
AACGTCTGCCTATAG
TGAGTC 0.8922 0.5282

rs1137101 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGCTGAACT
GACATTAGAGGTGAC
T

GAGTCGAGGTCATAT
CGTGGGGCTGAACT
GACATTAGAGGTGAC
C

GAAAATTACTCCACC
AGATGTGTCCAGGCT
TTCTACCGACAGATA
TGTCTGCCTATAGTG
AGTC 0.9602 0.003369

rs11579567 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCTACCTTAA
TAGTCACTTAGCAAT
AGTT

GAGTCGAGGTCATAT
CGTGGGCTACCTTAA
TAGTCACTTAGCAAT
AGTG

GTATTACTAAGAAAT
CTCATTTCTTGGAGC
CTCGATATAGTGTGA
TCGGGTCTGCCTATA
GTGAGTC 1 0.5161

rs11585329 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAACCCATGGACT
GCATCAATTTCA

GAGTCGAGGTCATAT
CGTAACCCATGGACT
GCATCAATTTCC

TATGTGTGAGTGTGA
AACTCTTATGGAAGG
GTTGAGCCTAACGTC
TTGGTCTGCCTATAG
TGAGTC 0.5214 0.1365

rs1171267 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTTTTGAATG
CATTTTCTTCCTT

GAGTCGAGGTCATAT
CGTTTTTTTTGAATG
CATTTTCTTCCTG

TTTTTTTGAAGTCCA
CTGACTCCGTCGGA
GGTATTCAGTCACTA
ACGTCTGCCTATAGT
GAGTC 0.9565 0.419

rs1171271 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTTCACAGGA
ACTTCATGTTTTTGA

GAGTCGAGGTCATAT
CGTTTTTTCACAGGA
ACTTCATGTTTTTGG

ATCATTTTAAATGAT
GCATTTCTGTTCGCA
GAAAGACCGACTCCT
GTCTGCCTATAGTGA
GTC 0.7914 0.928

rs1171279 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTAAAAGGAA
AGCTTTGATGTGAAA
AA

GAGTCGAGGTCATAT
CGTGCCTAAAAGGAA
AGCTTTGATGTGAAA
AG

AAATTAATGAGATCA
CCTATCTTCTGACCG
AATGACCAGCGGCTT
TGGTCTGCCTATAGT
GAGTC 0.4334 0.385



rs11725942 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGATGACAATA
TTGGTTCAAAGATGT

GAGTCGAGGTCATAT
CGTCTGATGACAATA
TTGGTTCAAAGATGC

CCAAATGTTTAGTGG
ATATGTAAAGCTAAG
TGTTAGGTTGGACGC
CGTCTGCCTATAGTG
AGTC 1 0.116

rs11730342 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTAATGGATTC
TTCTTTCTCCTTATTT
GT

GAGTCGAGGTCATAT
CGTGGTAATGGATTC
TTCTTTCTCCTTATTT
GC

AAATATGAATTTTGC
AATAAAAAACGGTTG
CTCAAACGAAATTCT
CGTGTCTGCCTATAG
TGAGTC 0.6339 0.01281

rs11737095 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCCTCTTGG
TGCTTGATCAGGA

GAGTCGAGGTCATAT
CGTGAGCCTCTTGGT
GCTTGATCAGGG

CCCTGTGGATCTCTA
CATGTGTCCTGTACG
AAGAAGGGCTACCG
TCTGCCTATAGTGAG
TC 0.2922 1

rs11746588 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTACCTCCGG
CCCTCAGCCT

GAGTCGAGGTCATAT
CGTGGTACCTCCGG
CCCTCAGCCG

TTCCCTCTTACTTTC
GGAAGATCGACTTTG
TAGCAGCCGAGGTT
GTCTGCCTATAGTGA
GTC 0.937 4.22E-05

rs11760956 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCAGGGGGTAT
AAAGACATGGTGGT

GAGTCGAGGTCATAT
CGTTCAGGGGGTAT
AAAGACATGGTGGC

GGAGAGAGCATAACA
CATTCACTCGTCGAA
GCCTAAGACTGCAC
GTCTGCCTATAGTGA
GTC 0.2904 0.03705

rs11763517 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACTTAGGTAT
TAGAGGGTGGCCAT
TAT

GAGTCGAGGTCATAT
CGTGCACTTAGGTAT
TAGAGGGTGGCCAT
TAC

TGAGAGTGACTATGA
CCACAGTTGATAGGG
TCTGGACGCAAACTG
GTCTGCCTATAGTGA
GTC 0.1847 0.3213

rs11764840 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTTTCAGGG
AGGCATATCGGAT

GAGTCGAGGTCATAT
CGTGCCTTTCAGGG
AGGCATATCGGAA

GCAACTAAGCAGCAG
GGGGCAATACTTCAC
CGGGCGTGATGTCT
GCCTATAGTGAGTC 0.1452 0.8223



rs11790194 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCATCCACGCAT
CAGCTCTCAA

GAGTCGAGGTCATAT
CGTGCATCCACGCAT
CAGCTCTCAG

TCAAGTTGTCCCTCT
TGGGGACATGGGCT
GCTCCGTAAACTGTC
TGCCTATAGTGAGTC 0.3263 0.3395

rs11791654 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCAGCCAGG
TCACTAGGGAT

GAGTCGAGGTCATAT
CGTGGGCAGCCAGG
TCACTAGGGAG

AGAACATTAAAATAA
TGTGGGAGAAACGG
GTAGGACTTGGAGC
CATGTCTGCCTATAG
TGAGTC 0.1688 0.1255

rs11801408 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCATTCCACATC
AGCTTTGTGAT

GAGTCGAGGTCATAT
CGTGCATTCCACATC
AGCTTTGTGAC

GCAGCCTGCAAAGA
CCTAGTTACCTCCGA
AATAGTGGATGGGC
GTCTGCCTATAGTGA
GTC 0.1175 0.1618

rs11804091 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACAACTTCAT
TTCCTAAATCAAGCT
AT

GAGTCGAGGTCATAT
CGTGCACAACTTCAT
TTCCTAAATCAAGCT
AC

TTTATTTCTCAAGCA
ATAAATGCATAGCAC
TCGGACGGGGTCGT
TGTCTGCCTATAGTG
AGTC 0.6342 0.7405

rs1180445 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTATTGGTATT
CCAGACCTGAAAGAT

GAGTCGAGGTCATAT
CGTGGTATTGGTATT
CCAGACCTGAAAGAC

CATACACAATCAATC
TGAAAGTCAGACGTG
TATCCTAGCAAATGG
AGCGTCTGCCTATAG
TGAGTC 0.5641 0.3075

rs11826087 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTTGCCTCTG
CTTTCTCCAGAA

GAGTCGAGGTCATAT
CGTTTTTTGCCTCTG
CTTTCTCCAGAG

TACAAAGGTCACCCA
AATTTCTACCCACAG
ACGTTGGTCCGTAG
GTCTGCCTATAGTGA
GTC 1 0.7088

rs1187276 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTGATTGTTG
CTATCTTAACACGAA
TA

GAGTCGAGGTCATAT
CGTGCCTGATTGTTG
CTATCTTAACACGAA
TC

CTCTATTTCTGAAGT
ATTGCTTGGTGCTGA
TGACCGAGGCCAAG
CTGTCTGCCTATAGT
GAGTC 1 0.56



rs1187283 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAATGGAAAG
CTGGAAGGCACTA

GAGTCGAGGTCATAT
CGTGGAATGGAAAG
CTGGAAGGCACTG

GGTACTCACATTAGT
TCTGGTTATCGTGTG
ATTAGCTCTACGGCA
GCGTCTGCCTATAGT
GAGTC 0.8952 0.9535

rs11872889 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGTTTTTCAGA
GACAGGCAGGAAATA

GAGTCGAGGTCATAT
CGTCAGTTTTTCAGA
GACAGGCAGGAAAT
G

CTCTCTGGACAGACA
TTTGTTGGTGAATAG
GCTTGCTCGTGAGC
GTCTGCCTATAGTGA
GTC 0.2733 1

rs11872992 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTATGAATGGGT
TCAAAAGGGGTTA

GAGTCGAGGTCATAT
CGTTTATGAATGGGT
TCAAAAGGGGTTG

TTTTAATGCACTAATA
TCCCATATTACACCT
CCAGTCGGTAATTGC
GGTCTGCCTATAGTG
AGTC 0.05023 1

rs1187323 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCACTGCGGT
GTATTTTCCCA

GAGTCGAGGTCATAT
CGTGGCACTGCGGT
GTATTTTCCCC

TTCTCTTTTAAATGAC
TGCGGTAGGATTGC
GCCAGTCTTACATGA
GTCTGCCTATAGTGA
GTC 1 0.36

rs1187328 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTCTTAGCAC
AACCTAAATAGAATT
TGA

GAGTCGAGGTCATAT
CGTGCCTCTTAGCAC
AACCTAAATAGAATT
TGG

GCTTCTCCTATGACA
GACTCTATTGAATGC
CGTCAGCGTCTCCG
TCTGCCTATAGTGAG
TC 1 0.2536

rs1187343 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCACTCAAATT
TGTAAATGCCCA

GAGTCGAGGTCATAT
CGTGGCACTCAAATT
TGTAAATGCCCG

AGTATTTGGGCTGTT
CTAATAAGCCCAGAT
TTGTCGGTCAAGTCA
CCGTCTGCCTATAGT
GAGTC 0.5341 0.7937

rs1187350 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGGAAGCAT
TGATGTGTAGATGA

GAGTCGAGGTCATAT
CGTGTGGGAAGCAT
TGATGTGTAGATGG

ATGTGAGTAATTCCC
AATCCTTAATTCCAG
GGGAGCTACGAGCG
TGTCTGCCTATAGTG
AGTC 0.06927 0.1265



rs1187352 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCAGAGGGG
CCTATGCCT

GAGTCGAGGTCATAT
CGTGGGCAGAGGGG
CCTATGCCC

AATTGTCTGACTCTT
GCTCACTTATAGCGT
GGGGCCATTGAGCA
GTCTGCCTATAGTGA
GTC 0.7468 0.9399

rs1187356 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCAGTCAGGA
CAAATCATTTCACAA

GAGTCGAGGTCATAT
CGTGCCAGTCAGGA
CAAATCATTTCACAT

AAGAAAATTTTTGGA
ACTAATACTTCAGCT
TCGTAGCAAGTGAG
GACCGTCTGCCTATA
GTGAGTC 0.1947 0.5948

rs1187362 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTTATTCGGCA
ATAATGCTTTAAGTA
AA

GAGTCGAGGTCATAT
CGTGGTTATTCGGCA
ATAATGCTTTAAGTA
AT

TGCATAATTTATTTTG
AAATCTAACAGCACT
TGTCAGCCTAGCGTT
GTCTGCCTATAGTGA
GTC 0.3636 0.8573

rs11940790 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGGCACTCTT
GAATGCAGGT

GAGTCGAGGTCATAT
CGTGCAGGCACTCTT
GAATGCAGGC

GCTGATAACTTTAAA
GATTGTAACATCCAT
TCGAGGAAAATCCGT
TGTCGTCTGCCTATA
GTGAGTC 1 0.606

rs11981584 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTAAGTCCCCT
GGAAGTTGCCAA

GAGTCGAGGTCATAT
CGTGCTAAGTCCCCT
GGAAGTTGCCAG

CCCACATCAGCATCT
GTGTAGTACGCTCCT
ACCACGTCGATGTCT
GCCTATAGTGAGTC 0.08982 0.7592

rs12000011 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCCACCCCA
CAACCAGT

GAGTCGAGGTCATAT
CGTGTGCCACCCCA
CAACCAGC

CTCCTCTGACCTCCT
GTCTTTAAGTTTCGC
AGGTTCACAAACATC
GTCTGCCTATAGTGA
GTC 1.36E-08 0.2806

rs12001219 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGGAAGACT
GTTATGGCCAAGTA

GAGTCGAGGTCATAT
CGTGAGGGAAGACT
GTTATGGCCAAGTG

GTCCTTGGGTGAATG
TTCTCTCTGCCAATC
GAGCGCGATACATGT
CTGCCTATAGTGAGT
C 0.5999 1



rs12029349 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACTCATCGGGAT
CTCCTCCCCA

GAGTCGAGGTCATAT
CGTACTCATCGGGAT
CTCCTCCCCC

GGCTTGATCCAGAG
CTTATATAACGAGAC
ATTACACGGCAGCTA
ATCGTCTGCCTATAG
TGAGTC 0.4604 0.932

rs12040007 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAGTGGAGT
TGTTGGAAATGTGTA

GAGTCGAGGTCATAT
CGTGTGAGTGGAGT
TGTTGGAAATGTGTG

AATCTTAAGACTAAA
GGCAAAAGACTTTGT
CGAAGAAACGCAGG
ACAGGTCTGCCTATA
GTGAGTC 0.4664 0.1901

rs12042877 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTATGGGTG
GATAGCATTTTACAG
TTT

GAGTCGAGGTCATAT
CGTGTTTATGGGTGG
ATAGCATTTTACAGT
TC

CAAAAATACTTTTATG
TGATTATTGTATTGC
TCCACTCCTCGACGA
GAGTCTGCCTATAGT
GAGTC 0.5167 0.6538

rs1209068 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTCTACAAGTG
TGTGTATCTACACAT
GT

GAGTCGAGGTCATAT
CGTGGTCTACAAGTG
TGTGTATCTACACAT
GC

TGGACCTTATTTTGT
GTAATATATATACCC
TACAGTTGCGGACGA
GGTCTGCCTATAGTG
AGTC 0.1336 0.09038

rs1211166 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGACAGATGAC
CCTGTCCTGCATCT

GAGTCGAGGTCATAT
CGTGGACAGATGAC
CCTGTCCTGCATCC

TTGTCTTTGACTTCT
CCCCACTGAACCGT
GGGTGACTAACGAG
GTCTGCCTATAGTGA
GTC 0.9412 0.09474

rs12135802 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCGCAGGTATG
GTGCCATTTAAA

GAGTCGAGGTCATAT
CGTCCGCAGGTATG
GTGCCATTTAAG

ACTGGTTCTTTCTGG
TGTTATTTACTACGG
CTGGCCTAAACAGGT
GTCTGCCTATAGTGA
GTC 0.8501 0.06942

rs12140910 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAACTGGACACT
TTCTTAATGACCAAC
T

GAGTCGAGGTCATAT
CGTAAACTGGACACT
TTCTTAATGACCAAC
C

GACAATTTTAACCTA
TCAATATTTTGACCT
ATTTGGCGGAGGAC
CACTGTCTGCCTATA
GTGAGTC 0.8501 0.2802



rs12145690 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGGTGTTTTCT
CTGTTTATGGACAGA
GA

GAGTCGAGGTCATAT
CGTGCGGTGTTTTCT
CTGTTTATGGACAGA
GC

GAAACCAGTGTGTGT
GTAGTATGTAGAGCC
TCGCTAACGTAGCCT
AGTCTGCCTATAGTG
AGTC 0.3 0.4746

rs12200 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTTGTAGAG
TGGCCCAGAATTGT

GAGTCGAGGTCATAT
CGTGGGTTGTAGAG
TGGCCCAGAATTGC

TTCTGAATGAATAAA
GGTTAAAAATAGCCG
CTACCAAAGTCGCCG
TGTCTGCCTATAGTG
AGTC 1 0.3021

rs12202773 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCAGACCATGC
AATTGCTTTCAT

GAGTCGAGGTCATAT
CGTTTCAGACCATGC
AATTGCTTTCAC

AAGGTGCCTCTGTGT
TTACTTAACTGCTAC
TTGTGACGATGCGC
GTCTGCCTATAGTGA
GTC 0.7886 0.4232

rs12238811 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCATTTTTTGGGG
GTAACAATTTGCT

GAGTCGAGGTCATAT
CGTCATTTTTTGGGG
GTAACAATTTGCC

TGCGGATTTTTCTTT
ATCAGTAGCTAAGCC
GGTACGCAGACGTT
GTCTGCCTATAGTGA
GTC 0.796 0.01015

rs12293082 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTACCAGTG
CCTTGCATGGAAT

GAGTCGAGGTCATAT
CGTGTGTACCAGTG
CCTTGCATGGAAC

ATTTTTTATTTGCTTA
ATTCAGGTCGGCATG
GTAACCGATACGGCT
GTCTGCCTATAGTGA
GTC 1 0.1922

rs12332226 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCATCATGAG
TTTGTCAATAATTTTT
A

GAGTCGAGGTCATAT
CGTGTGCATCATGAG
TTTGTCAATAATTTTT
G

ACCGAAATATTATTTT
TCAAATAGTGGGGAG
TAACCAATTCGGTCA
TAAGTCTGCCTATAG
TGAGTC 1 0.5449

rs12338909 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCATGAAGAG
AATTATCAAACATAAA
ATAT

GAGTCGAGGTCATAT
CGTGCCATGAAGAG
AATTATCAAACATAAA
ATAG

TTGTGATATCCAACT
AAGAGAAAATTATCG
GAGCAGCGTTTACTC
CAAGTCTGCCTATAG
TGAGTC 0.8696 0.8182



rs12340212 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAAATGAGCA
GGTCAGGCTGGT

GAGTCGAGGTCATAT
CGTGAAAAATGAGCA
GGTCAGGCTGGC

AGTGACAGCTCTGTG
AAAGGTGCAGCCGG
TTGAGTATCCTAACG
TCTGCCTATAGTGAG
TC 0.4233 0.9348

rs12341232 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCCCTATCTC
ACAGCTCAACACTT

GAGTCGAGGTCATAT
CGTGACCCCTATCTC
ACAGCTCAACACTC

TAGCTCTGGAATTCC
TCCAAATATCTAGCT
TATGGGGCGAGAAT
CAGGTCTGCCTATAG
TGAGTC 1 0.8123

rs12348710 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTGAGTTGG
GTTTCCAGTGAACA

GAGTCGAGGTCATAT
CGTGCTTGAGTTGG
GTTTCCAGTGAACG

GATATTGTTCTTTTTA
TAAAAGCTGAGATGC
CAATATGACGATTGC
TAGAGTCTGCCTATA
GTGAGTC 0.3614 0.8124

rs12374612 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGACTCCCCAAG
TTGGCTTGCTT

GAGTCGAGGTCATAT
CGTAGACTCCCCAAG
TTGGCTTGCTC

CTAACAAAAAGGAAT
GATGTTGTGTGATAA
CGGTCGCTACACGG
GTCTGCCTATAGTGA
GTC 0.02302 0.09313

rs12378021 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGACTGAGGAG
TCACTTTATGCAGCT
T

GAGTCGAGGTCATAT
CGTGGACTGAGGAG
TCACTTTATGCAGCT
C

TCTGATAAATTAATA
GCAGACGTAGAGGA
GTAGCCGCGATTTCC
CTAGTCTGCCTATAG
TGAGTC 0.3344 0.1853

rs12405556 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGCACCCCC
AGATTCCTCTTATA

GAGTCGAGGTCATAT
CGTGCAGCACCCCC
AGATTCCTCTTATC

TGTCCTGCTATCTCA
GTGTATCGACAACGG
CTTGCTCTACCCTTG
TCTGCCTATAGTGAG
TC 0.6821 0.3288

rs12409877 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCAAATCCTA
GCCTGGGTGTTT

GAGTCGAGGTCATAT
CGTGCCCAAATCCTA
GCCTGGGTGTTC

TCCACTAAACTTGGT
CTTCCTCAGTACCAA
GTCTTACGTCAGCG
GGTCTGCCTATAGTG
AGTC 0.9583 0.2384



rs12457014 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACCCTTATGG
CCTCATGTAGTCTTA

GAGTCGAGGTCATAT
CGTGCACCCTTATGG
CCTCATGTAGTCTTG

TTACCTCCTAAAAAA
TGATATCTTCGTCTG
GTGAGCTAAAGACC
GTGGTCTGCCTATAG
TGAGTC 0.5082 0.7342

rs12538332 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGGCCTCAT
CACAAATGCTGATT

GAGTCGAGGTCATAT
CGTGGAGGCCTCAT
CACAAATGCTGATG

TGGACCTGTGTCTTC
TTCTACGCATCCGTC
CACAAGTTAGGTGGT
CTGCCTATAGTGAGT
C 0.5832 0.7849

rs12552902 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTGTGTAGG
GGGTGAGTGGCA

GAGTCGAGGTCATAT
CGTGTGTGTGTAGG
GGGTGAGTGGCG

TACCAGGATCCAAGC
CTAGATGAATAGGGC
GTCTGTCCTACGGTC
TGCCTATAGTGAGTC 1 0.6237

rs12564626 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGAGCAAATTC
AACCAAACTTTAAAA
T

GAGTCGAGGTCATAT
CGTAAGAGCAAATTC
AACCAAACTTTAAAA
C

GATGAGAAATCATAA
ATATCAAATCAGCTA
ACGTGGCTCTAAATC
GTCGGTCTGCCTATA
GTGAGTC 0.9601 0.2847

rs12683368 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGGTGCTCAG
TTGAGAGGAATGT

GAGTCGAGGTCATAT
CGTCAGGTGCTCAG
TTGAGAGGAATGC

ACTGGTAACTGGAAA
TCTTTCCCAGCTATG
TCACGCTTCCCAGAG
TCTGCCTATAGTGAG
TC 1 1

rs12685376 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTGTCACCC
ATCACCACCAT

GAGTCGAGGTCATAT
CGTGGCTGTCACCC
ATCACCACCAC

TTTTATTGAAGACCT
TAACAAGAGGTGCGA
CTATCCGATCTCTCT
TAAGTCTGCCTATAG
TGAGTC 1 0.2821

rs12700524 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTCCTCACCC
CCTCCTCCAT

GAGTCGAGGTCATAT
CGTGCTTCCTCACCC
CCTCCTCCAC

GATCTGCTATCACTA
GAGATTTGTTCGACG
ACAATGTTTGGTCCG
AGGTCTGCCTATAGT
GAGTC 0.9232 1



rs12700525 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCCTTGCATTA
TAGTTCCTTAAGCAT
GT

GAGTCGAGGTCATAT
CGTGGCCTTGCATTA
TAGTTCCTTAAGCAT
GC

TCTATCTCCTTTATAA
ATTGTTAGGTATCGG
AGACCAACCGTAGTC
GTGTCTGCCTATAGT
GAGTC 0.7153 0.5453

rs12706832 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGCTGTATCAAC
ATTTCAGCAGCTCA

GAGTCGAGGTCATAT
CGTTGCTGTATCAAC
ATTTCAGCAGCTCG

CTTTTAACTCTAAGA
AAATGGCAGAGTCGA
AGCGTCCTGTTAGG
GAGTCTGCCTATAGT
GAGTC 0.2559 0.001259

rs12958350 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGGGGGGGA
GAAAAAAAGGATAGT

GAGTCGAGGTCATAT
CGTGAGGGGGGGGA
GAAAAAAAGGATAGC

GAACGTGATAAATAA
GGGAATTGCGTTGCT
CGGTAAGGGGACTA
CGTCTGCCTATAGTG
AGTC 0.3781 0.1455

rs13165959 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGTATCAGGA
GGTACATGGTGTCCA

GAGTCGAGGTCATAT
CGTGTTGTATCAGGA
GGTACATGGTGTCC
G

ATGTCTAATTACTAG
TGATGTTATCTCGAA
GGCTGCCGATGTGA
CTTGTGTCTGCCTAT
AGTGAGTC 0.01915 0.8775

rs13168460 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGGTTTGTTTC
ATGACTAAAACTGTT
TT

GAGTCGAGGTCATAT
CGTGCGGTTTGTTTC
ATGACTAAAACTGTT
TA

TCATATTAAATAAGAT
ATCTCTCCAAGGAAC
CGTTCAGGGTTGATG
CCGTCTGCCTATAGT
GAGTC 0.4219 0.92

rs13176694 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGAGCTACCC
TAACAGTGGAAAATA
ACT

GAGTCGAGGTCATAT
CGTGAGAGCTACCCT
AACAGTGGAAAATAA
CC

CCAGTAGTCTATTAG
AAATGGTTACATAAC
ATTCCGACGGCCACA
TCAGGTCTGCCTATA
GTGAGTC 0.007999 0.0855

rs13192682 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAAAGACTTGT
GGACCGAAGCAT

GAGTCGAGGTCATAT
CGTCAAAAGACTTGT
GGACCGAAGCAC

CCTAAATATCTGACC
TGTAGTGATTCGATG
CACTTCGACAGTCGC
TGGTCTGCCTATAGT
GAGTC 0.4445 0.8483



rs13212062 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAAAACAGTTG
TGCTGACTGGGAA

GAGTCGAGGTCATAT
CGTCAAAAACAGTTG
TGCTGACTGGGAG

CTGTAAAATCAAAGG
TAGTTCCGTGACCTT
ATGTCGATGCCGCCA
GTCTGCCTATAGTGA
GTC 0.2542 0.008619

rs13218361 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAACTGGTATC
TCATTTTAGTTGGCC
A

GAGTCGAGGTCATAT
CGTTGAACTGGTATC
TCATTTTAGTTGGCC
G

TAGTTTTGATACACT
CTTTTCATACACGTT
CTAGCCTAACCGCCT
TGAGTCTGCCTATAG
TGAGTC 0.4474 0.2617

rs1327121 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTATCTATGGC
GTAAAAGCCAAACA

GAGTCGAGGTCATAT
CGTGGTATCTATGGC
GTAAAAGCCAAACG

CTGTTTTAGCAAATA
GCCAGACATTCTGG
GCACACCGGAAGTA
CGTCTGCCTATAGTG
AGTC 0.6002 0.3341

rs13284421 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCCTGAACT
GGGCTCAGGT

GAGTCGAGGTCATAT
CGTGTGCCTGAACT
GGGCTCAGGC

AAGAAGTAAATCAGA
AGTTATTCTATTACC
ATGCGTAGGTATCG
GGCTAGTCTGCCTAT
AGTGAGTC 1 0.1845

rs13295599 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCAGGCTAG
AATGGTGTTTATGAG
A

GAGTCGAGGTCATAT
CGTGCCCAGGCTAG
AATGGTGTTTATGAG
G

CTTTAGGAAGGTCAA
AAGACTTCGCCCAGT
TAAGCTGCGCGAATG
GTCTGCCTATAGTGA
GTC 0.7264 1

rs13306520 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATAAAAAGCAC
TGCAGCCCTTAAA

GAGTCGAGGTCATAT
CGTGATAAAAAGCAC
TGCAGCCCTTAAG

TAATCAATTTCTATAT
TTACTACAGCCCGTC
GTTATGATGCTCTCA
AGGACGTCTGCCTAT
AGTGAGTC 1 0.8008

rs13361555 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCATGAAACCT
TTGGAAAAAAATCAC
A

GAGTCGAGGTCATAT
CGTGGCATGAAACCT
TTGGAAAAAAATCAC
G

CAAAAAAGTCTTGAC
TTAGTGGGATCTTCA
CCCGGCTCCGATGA
AGTCTGCCTATAGTG
AGTC 1 0.7683



rs13375132 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTTCCAGCAC
AATTTATCAGAAAGA
TT

GAGTCGAGGTCATAT
CGTGTGTTCCAGCAC
AATTTATCAGAAAGA
TC

TCATTTTTCCACAGA
ATTTCTTGGCTCACT
GGGAACGTGCTTAT
GTCTGCCTATAGTGA
GTC 1 1

rs13428823 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGGCCAATG
GAAGATATTAATAAC
A

GAGTCGAGGTCATAT
CGTGCTGGCCAATG
GAAGATATTAATAAC
G

ATCATATGAATGTCT
ATTTAATAAGGGGTC
CCGAGAATTACCAGA
GGGTGTCTGCCTATA
GTGAGTC 0.5982 0.03968

rs1343982 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCCTGCTTTA
TTGAGCAAAATAGGT

GAGTCGAGGTCATAT
CGTGTTCCTGCTTTA
TTGAGCAAAATAGGC

TTAGCTCAGAGAAAA
GTATTCCTTTGTATC
CAACGAGGCCCAGT
TTGGTCTGCCTATAG
TGAGTC 0.4384 0.8844

rs1354683 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCAATCTATT
CTACCTGGCAATCTA

GAGTCGAGGTCATAT
CGTGAGCAATCTATT
CTACCTGGCAATCTG

TTTTTTCTCTTTTAAG
CATTTTCAACATGGA
TCAGCCGAATGCTAG
TTGTCTGCCTATAGT
GAGTC 0.05053 0.243

rs1370682 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGAAGCCAGC
CCCTTGAGGGA

GAGTCGAGGTCATAT
CGTGAGAAGCCAGC
CCCTTGAGGGG

GTACTGAAAGGCCA
GAAATGTTGTGGGC
CTACGAGAAGATCGC
TGTCTGCCTATAGTG
AGTC 0.1602 0.5542

rs1370686 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGTAATAAAAG
TTCCAGGTCCTGGT

GAGTCGAGGTCATAT
CGTTGGTAATAAAAG
TTCCAGGTCCTGGC

TCAAGTACTTTATAT
GTATTAACTCATATAT
GGTCGTGAACCCTTA
GCCCGTCTGCCTATA
GTGAGTC 0.3154 0.258

rs1376268 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGGGATAGGG
TAGTTTCCCAAAT

GAGTCGAGGTCATAT
CGTTGGGGATAGGG
TAGTTTCCCAAAG

AAAAGAGGGTGTGTT
ACCAAAAAAGCTCGG
TTTTCCGTGGACCGT
CTGCCTATAGTGAGT
C 0.4548 0.3686



rs1387923 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGGCCAAAC
CAAAGGTCAACAT

GAGTCGAGGTCATAT
CGTGATGGCCAAAC
CAAAGGTCAACAC

GAAAATAAAAGTCCT
GAGACAGGTACCGG
CGAGTGGTAAATGCC
CGTCTGCCTATAGTG
AGTC 0.01058 0.5316

rs1387926 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAGACTGGG
ACCTGGTCTTCTTA

GAGTCGAGGTCATAT
CGTGAAAGACTGGG
ACCTGGTCTTCTTG

TATGCTGTCTGAGTT
GTGTTATTTAAGGGT
GCGACACTATCTCGA
CGTCTGCCTATAGTG
AGTC 0.4423 0.6781

rs1391808 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGAGTGGAA
ATTTTAAATAGGCTG
AT

GAGTCGAGGTCATAT
CGTGGAGAGTGGAA
ATTTTAAATAGGCTG
AC

AAGGAAGGCCTCATC
ATAGTATATCGACTG
AGAGGCGGGAAACT
TGTCTGCCTATAGTG
AGTC 1 0.6073

rs1395118 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTTCCCACTT
TTTTTTCTGTCAATTA
A

GAGTCGAGGTCATAT
CGTGTTTTCCCACTT
TTTTTTCTGTCAATTA
C

TTAGTGATCTAAATG
ATAGGGAATGTCCAG
GACGGTAGATGGCT
CAGTCTGCCTATAGT
GAGTC 0.4626 0.9087

rs1395119 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCATTGTGACTAT
CCAGTGATCCTCAT

GAGTCGAGGTCATAT
CGTCATTGTGACTAT
CCAGTGATCCTCAA

CACACAAACTATTAC
TTACAAACTGCGGTT
GCGAGAAAGTTGTC
GTCTCGTCTGCCTAT
AGTGAGTC 0.9569 0.5787

rs1395123 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCCCACCCT
CACCACATA

GAGTCGAGGTCATAT
CGTGTGCCCACCCT
CACCACATG

AAGGGGTAGTCTAAT
GGTAGTTATAGATCG
TACCGTCCTCCAAGA
GGTCTGCCTATAGTG
AGTC 1 0.4132

rs1409802 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCAAAGAAAAA
TAAGCAAATTCCCAT
T

GAGTCGAGGTCATAT
CGTGTCAAAGAAAAA
TAAGCAAATTCCCAT
C

TTGCCATAATAAATTA
TCATAAGGAACCTTT
GCACCGTTGGAATG
GCGTCTGCCTATAGT
GAGTC 0.8907 0.8458



rs1421309 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGCCACGCT
CGTTTATGTGTATA

GAGTCGAGGTCATAT
CGTGCAGCCACGCT
CGTTTATGTGTATG

TGTCTGTGTCTGCTT
CCACAAAGGGGTACT
TATGGTCGCACGGT
CTGCCTATAGTGAGT
C 0.7205 0.8459

rs1438119 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCATGTCTTAGG
CAAGCCCCT

GAGTCGAGGTCATAT
CGTGCATGTCTTAGG
CAAGCCCCC

GTGCAAAATTATCTG
TGCCTGCTTTCCGG
GAGAAGTATGCCCGT
CTGCCTATAGTGAGT
C 2.31E-17 0.002035

rs1438120 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAAAAAAAAAC
AAAAAGGTAATTGCT

GAGTCGAGGTCATAT
CGTGGAAAAAAAAAC
AAAAAGGTAATTGCC

AAGTGAGAGAAGAGA
AAGGAAGACTGAATA
GTCGCAATTTGGTCT
GAGTCTGCCTATAGT
GAGTC 0.524 0.8381

rs1439050 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTGGATGCG
CTTGTTTCACTCT

GAGTCGAGGTCATAT
CGTGAGTGGATGCG
CTTGTTTCACTCG

ATCCTTATATGACAC
CATCTATGTTTTCCA
TGACCAAGCCGGATA
GCGTCTGCCTATAGT
GAGTC 0.6964 0.06235

rs1443439 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTTTTTTGTT
CCACATTTTGAAAAA
T

GAGTCGAGGTCATAT
CGTGTGTTTTTTGTT
CCACATTTTGAAAAA
G

AGTAAATGAACTCAG
AGAGAACGTTTCGCG
GCGATCCCATAGAGA
AGTCTGCCTATAGTG
AGTC 1 0.6634

rs1443440 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTGTTCTGGT
CAAAGTCCTCAAA

GAGTCGAGGTCATAT
CGTGGTGTTCTGGTC
AAAGTCCTCAAG

AATGAGAGGACTTTG
GAAATCAGTCGTAGG
ACGCTGTGCCTAGG
TCTGCCTATAGTGAG
TC 0.8011 0.2452

rs1443441 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTCAAATGTG
GCATTGGCCCT

GAGTCGAGGTCATAT
CGTGCTTCAAATGTG
GCATTGGCCCC

TGGGCTTGCCTAGTA
GTTCACACTAGCCCT
CGCATAGCTTGCGG
TCTGCCTATAGTGAG
TC 0.2873 0.9511



rs1443442 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGCCAGGAT
AGAGAGGAAGACAA

GAGTCGAGGTCATAT
CGTGAGGCCAGGAT
AGAGAGGAAGACAG

AAGTAGGATATAAGG
AGAGATGTCAACTCG
TATGCTTGCATGGAG
CCGTCTGCCTATAGT
GAGTC 0.6783 0.5721

rs1443445 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCCTTTTGTGTC
TATAAAGCCTTTCCA

GAGTCGAGGTCATAT
CGTCCCTTTTGTGTC
TATAAAGCCTTTCCG

TAGTTACCATCCACA
TCAGCTTCCTCTAAT
AGTTCGGGGTGACT
GGTCTGCCTATAGTG
AGTC 0.6993 0.7448

rs1472799 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTGAAATTTAA
AACCATGTCTTGGTT
TT

GAGTCGAGGTCATAT
CGTTGTGAAATTTAA
AACCATGTCTTGGTT
TA

AATGTTATTTAAACCT
ATTTAATTTGATGCT
CTCTTCGTGTATAAA
CGGGGGTCTGCCTA
TAGTGAGTC 0.4379 0.4773

rs1498928 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCTTGCATTT
GGTTATGCATTT

GAGTCGAGGTCATAT
CGTGACCTTGCATTT
GGTTATGCATTC

TTTTTAGAAACCAAAT
AAATATACATCTTAG
GAAACGTCATCCACG
CGGGTCTGCCTATA
GTGAGTC 0.2597 0.7128

rs1506079 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAATTGTGAG
ATAATGTAATGCAGA
ACA

GAGTCGAGGTCATAT
CGTGAAAATTGTGAG
ATAATGTAATGCAGA
ACG

TTCACTGTAAGAGTT
TGTTGTTCTACCGAG
GGAGGTACAAACTGT
TAGGTCTGCCTATAG
TGAGTC 0.7028 0.03179

rs1506081 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTGTCATGGCA
GAATTATCAGGGT

GAGTCGAGGTCATAT
CGTCCTGTCATGGCA
GAATTATCAGGGC

ATCCAAGAATTTTTTT
GCAGGTATACGTTTC
CAGTGCCATCAGCG
GTCTGCCTATAGTGA
GTC 0.8292 0.6787

rs1506083 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGATGGAAGAG
AAAAGCAATAAGGAA
T

GAGTCGAGGTCATAT
CGTGGATGGAAGAG
AAAAGCAATAAGGAA
A

ATTTTAGGGTGTTAG
CACACTGTATCGGAG
ATGGGCCTGTCAAG
CGTCTGCCTATAGTG
AGTC 0.9033 0.9085



rs1506084 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCAATCAAGA
ACATGATCTTCCTCA

GAGTCGAGGTCATAT
CGTGACCAATCAAGA
ACATGATCTTCCTCG

AATTTCTCTATCTATC
CCATAGCTTGCTCGT
AAGCCAACGCATTCG
GGTCTGCCTATAGTG
AGTC 0.7077 0.7645

rs1506085 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCATTGCACAA
TGTATACGTACATTA
AA

GAGTCGAGGTCATAT
CGTTTCATTGCACAA
TGTATACGTACATTA
AG

TTATGGTGCTGTATA
CCATAAATGGAAATG
CGGCCCCTAGACTC
GTGTCTGCCTATAGT
GAGTC 0.8253 0.1982

rs1530041 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTCCTATTGG
CTGCAATGGAGAT

GAGTCGAGGTCATAT
CGTGTTTCCTATTGG
CTGCAATGGAGAC

GTTGGACGTGTGCA
GAAGATCCTTGCGTC
CGAGAGTAAGGGCG
TCTGCCTATAGTGAG
TC 1 0.005401

rs1530042 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGAAGGTCTG
GAGTTAGAGGCACA

GAGTCGAGGTCATAT
CGTTGGAAGGTCTG
GAGTTAGAGGCACG

ATCTGGGAGACCTTG
TGTAACATTCTAAGG
ACTCAAATCGCGGTT
GTCTGCCTATAGTGA
GTC 0.2264 0.3516

rs1543915 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCAGGGCTATCT
TGAAAAGCCAT

GAGTCGAGGTCATAT
CGTTCAGGGCTATCT
TGAAAAGCCAC

TGCCTCTCCATTTTT
AAATGTTCGCCGAAC
ATACGGGTTCTAGGT
CTGCCTATAGTGAGT
C 0.2203 0.2768

rs1545285 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTAGGGCCT
AGAAAAAGAGAAGAG
TAA

GAGTCGAGGTCATAT
CGTGTCTAGGGCCT
AGAAAAAGAGAAGAG
TAC

ATAATCCCTGTCTTC
AAGGACGTCTCCAAC
CTGATACGGTGTGGT
CTGCCTATAGTGAGT
C 0.6831 0.4336

rs1546393 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGTCAGAAATA
AAAACAAAGATTTAA
ACA

GAGTCGAGGTCATAT
CGTCAGTCAGAAATA
AAAACAAAGATTTAA
ACG

TAAAACAAGTTTCCA
TTTCTTCAACGTCAA
TCTAGTGAGCGTCAG
GGTCTGCCTATAGTG
AGTC 0.9139 0.2997



rs1553585 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAGCCTTTGT
TAGTGCAATTATTTA

GAGTCGAGGTCATAT
CGTGTGAGCCTTTGT
TAGTGCAATTATTTG

ATTTCATTTTTAAGTT
TGAGTATATTTAACC
GGGCGATATAGGGT
CCTGGTCTGCCTATA
GTGAGTC 0.4406 0.2942

rs1553586 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGACCAGACGT
TTAGGAGTGGAGAA

GAGTCGAGGTCATAT
CGTGGACCAGACGT
TTAGGAGTGGAGAT

CTGTTTTCAAGATGC
ACATGAGATAGACAA
CCACGTCGCATCTG
GTCTGCCTATAGTGA
GTC 0.808 0.9178

rs155971 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTTGAGCAGCT
TGCTTCTGATTCT

GAGTCGAGGTCATAT
CGTCCTTGAGCAGCT
TGCTTCTGATTCC

TCTCTACAAAATGAA
GGGATCACGCAGTAT
CAATCGGTTCCTACG
GTCTGCCTATAGTGA
GTC 0.8262 0.3775

rs155995 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAACAAGCCAA
GAGACTGCTGTTATA
ATA

GAGTCGAGGTCATAT
CGTGCAACAAGCCAA
GAGACTGCTGTTATA
ATG

TTTTATAGATTAATTT
CTCTGTCTTTTGTGT
ACTAATCGGGACAG
GTCAAGTCTGCCTAT
AGTGAGTC 0.4783 0.5415

rs156002 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTGTGGAATAT
GAGCATGCCACT

GAGTCGAGGTCATAT
CGTTCTGTGGAATAT
GAGCATGCCACC

CAGTTTCTGTCCTCA
TCAGACTAGAGTCCC
GATCCTAGTGGCTGT
CTGCCTATAGTGAGT
C 0.6045 0.671

rs156003 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTAGAGATGC
AAAAGCTGAGCACT

GAGTCGAGGTCATAT
CGTGTTTAGAGATGC
AAAAGCTGAGCACC

ACTGCTTATTTTCCT
TTTGTGTTATCAAAT
GCGGTCTCTAGTTAC
GGGTCTGCCTATAGT
GAGTC 0.1254 0.7713

rs156016 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACATCAGAAAG
CAGGAATGAGGACA

GAGTCGAGGTCATAT
CGTCACATCAGAAAG
CAGGAATGAGGACG

ATAAAAAGCTGTGAT
GTGCAGTCACGGGT
AACTCACTCGGTGTG
GTCTGCCTATAGTGA
GTC 0.1424 0.3889



rs156021 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGCTTTGAG
AACAAAGGGAGA

GAGTCGAGGTCATAT
CGTGGGGCTTTGAG
AACAAAGGGAGG

ACCTTTAATTTAAAAA
ATGTAAGGCACAATG
GTCTTCATGCGCCCT
CGTCTGCCTATAGTG
AGTC 0.6226 0.3821

rs1561288 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCACCCAGAT
GTGTGTCCTCCA

GAGTCGAGGTCATAT
CGTGCCACCCAGAT
GTGTGTCCTCCG

ACTTCTTGTGAACTG
TAACAGTCACTCAGA
GGGTCGCTGCATAA
GCGTCTGCCTATAGT
GAGTC 0.1239 0.007326

rs1573105 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGACCACAC
GTAACCACACGTATC
A

GAGTCGAGGTCATAT
CGTGCAGACCACAC
GTAACCACACGTATC
G

TACAAAGCTTTCCGT
TTCTTTAGTCTAAGT
TCCGGTTCGACGTG
GTCTGCCTATAGTGA
GTC 0.5823 0.1348

rs1583645 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCAGCTGTACCA
ACTTTACTGGCAT

GAGTCGAGGTCATAT
CGTTCAGCTGTACCA
ACTTTACTGGCAC

TGTATTACTTGTTTG
TGGCTTCGTTGCGTC
AAAGCTAGGGATCG
GTCTGCCTATAGTGA
GTC 0.01084 0.362

rs1583646 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTAAGAGGGCAA
ATAAATGTTGCCA

GAGTCGAGGTCATAT
CGTTTAAGAGGGCAA
ATAAATGTTGCCG

TGAAAGCTTTCCATG
AGTATTTAGGATCTT
GAAATTGTCGCACAG
CAGTCTGCCTATAGT
GAGTC 0.9593 0.001188

rs1586681 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTCATTGAAGT
ATCCAGCACAGTGA

GAGTCGAGGTCATAT
CGTGCTCATTGAAGT
ATCCAGCACAGTGC

TTAACGTAAACCTAA
GACACATCTGGACCT
ACTGGAATCTGCGAC
TGTCTGCCTATAGTG
AGTC 1 0.1801

rs1596360 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACACACAAAAGG
ATCAAACTGTTCCT

GAGTCGAGGTCATAT
CGTACACACAAAAGG
ATCAAACTGTTCCC

TGCAATATAAATGCA
TTCCATAGGACCCTC
ATTGCGTTTGTAGAG
GTCTGCCTATAGTGA
GTC 0.08595 0.8596



rs16126 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTCCTCAATG
AAAAATCTATTACAAT
AGT

GAGTCGAGGTCATAT
CGTGCCTCCTCAATG
AAAAATCTATTACAAT
AGC

AGGATTATTTTCGTT
AAACTTATTAGACCG
GGGTTTATGTAGTCG
CGTCTGCCTATAGTG
AGTC 1 0.6206

rs16135 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCACTCCCATC
ATGTGTGAGATTTT

GAGTCGAGGTCATAT
CGTGCCACTCCCATC
ATGTGTGAGATTTC

TCAAAGATTTTCTGG
AGTTGCATGCTGTAG
AGCGTGAATCCCGG
TCTGCCTATAGTGAG
TC 0.004329 1

rs16148 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGCTCGGGGG
TGCTTACA

GAGTCGAGGTCATAT
CGTTTGCTCGGGGG
TGCTTACG

AAAGTGCAAAACATC
TTCTAACTTCAGTCG
ATTGAAGCTGCGGTT
CGTCTGCCTATAGTG
AGTC 0.08437 0.726

rs1619120 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTATCGTGAGA
GCCAATGACTCAAT

GAGTCGAGGTCATAT
CGTGTTATCGTGAGA
GCCAATGACTCAAC

CCAAAAATAAGACTT
TTCTCATCAGGCAAC
CGGCTTATAGGTCTC
TGTCTGCCTATAGTG
AGTC 0.1709 0.5925

rs1627784 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAGCTAGACT
AAGGAATGCATCCAC
T

GAGTCGAGGTCATAT
CGTGTGAGCTAGACT
AAGGAATGCATCCAC
C

TCATCACATGAGACA
CTGACTCTGAGCATT
GTCAACGCCGTTTCC
GTCTGCCTATAGTGA
GTC 0.5197 0.1985

rs16470 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCATTTATTCTCT
GAATTTGTTAATTTG
TCT

GAGTCGAGGTCATAT
CGTCATTTATTCTCT
GAATTTGTTAATTTG
TCC

TAAGATTATGGTTAA
GAGATCTCAGGCAC
CGATTGGACTGATTT
CCCGTCTGCCTATAG
TGAGTC 1 0.5945

rs16472 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTCTTCCAGCA
GTGAATGCAAA

GAGTCGAGGTCATAT
CGTTGTCTTCCAGCA
GTGAATGCAAG

GGAGATCAGGTTGT
GTATGATCCCGGTGA
TCTTGAGCGATATAC
TTGTCTGCCTATAGT
GAGTC 0.2508 1



rs16473 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGATCCAGTGCC
TTTAAACCTATTCTAA

GAGTCGAGGTCATAT
CGTTGATCCAGTGCC
TTTAAACCTATTCTAT

ACCTATTTAAACGTA
TTTCAAACCGAACGT
CCAGGGTCCTATGCT
AGTCTGCCTATAGTG
AGTC 0.6241 0.9045

rs16476 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGCCAGCAC
GAAGGGTGT

GAGTCGAGGTCATAT
CGTGCAGCCAGCAC
GAAGGGTGG

AGTATAGAGTTGTGA
GATTTGTTTTCTACA
CGTTGCCCTTAGGTA
TCCGGTCTGCCTATA
GTGAGTC 0.8829 0.5337

rs16479 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTTTATTCTCT
GAATCCTTAACCCTC
A

GAGTCGAGGTCATAT
CGTTTTTTTATTCTCT
GAATCCTTAACCCTC
G

AATAAGTTCTTATTCT
TGAGAATCAAAAACA
GCGGTTCAGTTTGTC
GTAGGTCTGCCTATA
GTGAGTC 2.09E-173 4.18E-181

rs1659401 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCATCTTAAAT
AGGCCACTGAGTATT
AT

GAGTCGAGGTCATAT
CGTTTCATCTTAAAT
AGGCCACTGAGTATT
AC

AATAAGCATTTAAAG
ATTTTTTTTTCTAGAT
CGCAAAAGTGTCTCG
GAAGTCTGCCTATAG
TGAGTC 0.2181 0.2542

rs1659409 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAGCAAGTC
CTAGAACTCTCTCAC
TCTT

GAGTCGAGGTCATAT
CGTGTGAGCAAGTC
CTAGAACTCTCTCAC
TCTC

TTTTATCTATGAAATG
TGCATAAAAGATTTC
GTCGGTGGAAGCCA
GAGTCTGCCTATAGT
GAGTC 0.09611 0.4786

rs1662696 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAAAATAGGT
ATTGTTTTTAACCGG
CA

GAGTCGAGGTCATAT
CGTGTGAAAATAGGT
ATTGTTTTTAACCGG
CG

AGTTAAGAATGTTAT
ACTGAAATGACTGCC
GAAGCTCAATGGTAC
GAGGTCTGCCTATAG
TGAGTC 1 0.02022

rs1662699 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGATTCATCAAT
TGTTTTCATGAGT

GAGTCGAGGTCATAT
CGTTGATTCATCAAT
TGTTTTCATGAGA

TCCTTTGAAAATGCT
TAAAAAGTATGCTGG
GCTACCGTAACGATA
CGTCTGCCTATAGTG
AGTC 0.2598 0.4774



rs16871960 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGGGGGGAA
ATGAGTTTTAAATAT

GAGTCGAGGTCATAT
CGTGTGGGGGGGAA
ATGAGTTTTAAATAC

TTGAATCAAAAATGA
TATATACCAGGTAAC
GCTGACACCTGCTTC
GGGTCTGCCTATAGT
GAGTC 1 0.1352

rs16999550 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTACAAGTAG
GTCTTTGGCCATATC
A

GAGTCGAGGTCATAT
CGTGTTTACAAGTAG
GTCTTTGGCCATATC
G

GAATATCCTTAAATG
CTAGACTGAGCTTCG
TAAGTGAGGCCGGT
TCAGTCTGCCTATAG
TGAGTC 1 0.7993

rs17039879 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTATTAAATG
CTCAAGTCGCATTGA

GAGTCGAGGTCATAT
CGTGTTTATTAAATG
CTCAAGTCGCATTGG

GGGTAATTTAATACT
TTAAGACTTCACGGT
GATGACCCAATACGC
ATAGGTCTGCCTATA
GTGAGTC 0.7247 0.7044

rs17046539 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCGTGACTCG
GTTAGGTCCCT

GAGTCGAGGTCATAT
CGTGCCGTGACTCG
GTTAGGTCCCC

TCTGTGTACTGTTAT
TGCTCCTTCACGCTC
TGATTACTACGGCCT
GTCTGCCTATAGTGA
GTC 1 0.03274

rs17046560 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACAATGCATA
ATTACATATTAACCA
GTGT

GAGTCGAGGTCATAT
CGTGCACAATGCATA
ATTACATATTAACCA
GTGC

TTACTGATTTAGAGT
TTGTGTCCATTCGAG
ACGCAAATAACCGTA
CCTGTCTGCCTATAG
TGAGTC 0.04501 0.9197

rs17046561 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTAGGAAAC
ACATGGCTTGATA

GAGTCGAGGTCATAT
CGTGGGTAGGAAAC
ACATGGCTTGATG

AGATTGAAGAAGGAC
AGATGTACGGCTCAT
GGTAGCGGGACTAT
CGTCTGCCTATAGTG
AGTC 0.8138 0.7258

rs17046887 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGACTTGGCT
CCCAGGGACTT

GAGTCGAGGTCATAT
CGTGTTGACTTGGCT
CCCAGGGACTC

CCCATGTCATGCTTC
ACTTACCTCAGATAC
CGAGACTTGGGCCG
TCTGCCTATAGTGAG
TC 1 0.7863



rs17060420 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCTTCTTTCT
TAAGCCTCTTGTCTG
TT

GAGTCGAGGTCATAT
CGTGTTCTTCTTTCT
TAAGCCTCTTGTCTG
TC

GTCTTAGGTATTTGT
CTTATGTATTTGGTA
CAGTCTCGCGGTGC
CTAAGGTCTGCCTAT
AGTGAGTC 0.6743 1

rs17060460 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATTATCCCTCA
CCACCTTCCTCAA

GAGTCGAGGTCATAT
CGTGATTATCCCTCA
CCACCTTCCTCAG

TGTGAGCCTTGTGTG
TCAGCTGAGACTTAT
GACAACGCGGCGTC
TGCCTATAGTGAGTC 0.1985 0.3661

rs17060530 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAGTGGTGG
GTCTCCAAGT

GAGTCGAGGTCATAT
CGTGGCAGTGGTGG
GTCTCCAAGC

CTAACATGATCAGTG
GTCTCTGAGAGTCAA
GTCCGACATGAGTAT
CGGTCTGCCTATAGT
GAGTC 0.8297 0.1762

rs17060534 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAAAGGGAT
GGATGGGCAGAAA

GAGTCGAGGTCATAT
CGTGAAAAAGGGAT
GGATGGGCAGAAG

CAACAGTCCCTGGAC
ACCTTCAGAACGTGG
TGCGAGGCAAGTCT
GCCTATAGTGAGTC 0.2038 0.8115

rs17066829 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGTTCCTTTTC
AAGGGTTTACATTTA

GAGTCGAGGTCATAT
CGTTGGTTCCTTTTC
AAGGGTTTACATTTT

TATCAGCAATCTCAA
CTTAGATAATGCATG
AGCGGGTTCGTACC
AGTCGTCTGCCTATA
GTGAGTC 0.9564 0.1791

rs17066856 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTACCCACAT
TCTGTTAGACTTGCA
T

GAGTCGAGGTCATAT
CGTGTCTACCCACAT
TCTGTTAGACTTGCA
C

ATTTACTTTTTTGGT
GTTAACTGCCAGGAA
CTCATCGGACTCCAC
TGTCTGCCTATAGTG
AGTC 0.25 0.1805

rs17066858 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAGGTCCAACT
ATCTCTGAATATCAC
AA

GAGTCGAGGTCATAT
CGTCAAGGTCCAACT
ATCTCTGAATATCAC
AG

TGAAAACCTCTTAAA
TAAAGGAGCGGAACT
CTCCTTAGATCGCCG
CGTCTGCCTATAGTG
AGTC 1 1



rs17066859 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACTGAAACAA
TTCCTCTTTATGTGC
A

GAGTCGAGGTCATAT
CGTGCACTGAAACAA
TTCCTCTTTATGTGC
G

ACACTCAGTGATACT
TCACATACCAAGCCT
GAGAGTATGTCGTCC
GGTCTGCCTATAGTG
AGTC 0.07445 0.9315

rs17066865 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTAAATAAGAA
ATGGCTTCACCGTGT

GAGTCGAGGTCATAT
CGTGTTAAATAAGAA
ATGGCTTCACCGTG
G

AGTCTACTTAGCTGT
CAAAATGATCAGTTC
TAAGCACGGCGTTCC
AGTCTGCCTATAGTG
AGTC 1 0.4042

rs17066879 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTGCAAGGG
GAAAATACAAAA

GAGTCGAGGTCATAT
CGTGGGTGCAAGGG
GAAAATACAAAT

ATTGGAAGATGATAC
AAACACTAAGATCTA
CTCGTCCGGCTGAG
CAGTCTGCCTATAGT
GAGTC 0.6791 0.08279

rs17066888 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATTCGTTGCCT
CAAAACATGCCA

GAGTCGAGGTCATAT
CGTGATTCGTTGCCT
CAAAACATGCCG

CCTTACTCTGGCCTC
TCCTATTACTGGCTA
CACTTAACGGGGCG
TCTGCCTATAGTGAG
TC 0.5656 0.06989

rs17066892 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCCTCAATTAC
ATTCTGATTATTTTTG
TAT

GAGTCGAGGTCATAT
CGTGGCCTCAATTAC
ATTCTGATTATTTTTG
TAC

GCACAGTTTTGATAG
AAGAGTTTTCGTAAG
GTGGCGTGACGACT
AAGTCTGCCTATAGT
GAGTC 0.8527 0.05937

rs17085655 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTCCTAGGCA
TTTTATACAGGCACA
A

GAGTCGAGGTCATAT
CGTGGTCCTAGGCA
TTTTATACAGGCACA
G

GAGGTATGTACAGAG
AAGAGGAGGGGTCA
ATACTCAACGGGAGA
TGGTCTGCCTATAGT
GAGTC 0.5498 0.4529

rs17085675 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACTATCAGTGA
TAGGATTGGAGAAGA
A

GAGTCGAGGTCATAT
CGTCACTATCAGTGA
TAGGATTGGAGAAGA
T

TTTTAGTATCAAGGA
ATAAACATTCATGCG
TTTCACCCACACCGA
AGAGTCTGCCTATAG
TGAGTC 0.6756 0.4288



rs17085799 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTGCCTCCT
CTTATATCCCATTTCT

GAGTCGAGGTCATAT
CGTGAGTGCCTCCT
CTTATATCCCATTTC
C

AAAAATTGCTCTTGG
TTTTCATCACGGTAA
CATTAACGGGGTATG
GGTCTGCCTATAGTG
AGTC 1 0.01753

rs17087628 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCGATAAATGCTG
ATGACTTCACCAT

GAGTCGAGGTCATAT
CGTCGATAAATGCTG
ATGACTTCACCAC

CAGAAACTTTAAAGG
TCTCTAGTATGCTAG
AACTCGGAAGGTTGC
GACGTCTGCCTATAG
TGAGTC 1 0.6349

rs17087700 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAACGAAAATC
CAGCGAGAAGGTT

GAGTCGAGGTCATAT
CGTGGAACGAAAATC
CAGCGAGAAGGTA

CTTGTAAAAGGCAAA
TGTATTGGCGATTCA
TAGACCCGTTTCCGG
TCTGCCTATAGTGAG
TC 0.7966 0.5456

rs17087710 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCCCAGGCTAG
GGAGGAGTTTCA

GAGTCGAGGTCATAT
CGTTCCCAGGCTAG
GGAGGAGTTTCG

TATTTTTCCCAGTCA
CAGCTTGTCATATAC
GGGGCTAACACTGG
GTCTGCCTATAGTGA
GTC 0.845 0.06358

rs17087869 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGACAGGTCT
CAGTCTCGCCCA

GAGTCGAGGTCATAT
CGTGAGACAGGTCT
CAGTCTCGCCCG

GTGGACAAGGCTCTA
GGGAACGCTCTAGC
CTGTACGGAAGTTGT
CTGCCTATAGTGAGT
C 1 0.1291

rs17087883 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGCCCTAAAT
ATCTCCTGATGCCTT

GAGTCGAGGTCATAT
CGTGGAGCCCTAAAT
ATCTCCTGATGCCTC

TGCAACTCAAAGTAG
AGATTTAGTGTCGGT
AGATCACGTTCAGCA
CGTCTGCCTATAGTG
AGTC 0.6451 0.9039

rs17087885 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGACTGAAAGTC
CTCCATCATAGTCAT

GAGTCGAGGTCATAT
CGTAGACTGAAAGTC
CTCCATCATAGTCAC

TCCTCATAAACTCAA
AAAGGAGTAGATCG
GTTACTTCTGGTCAG
GTGGTCTGCCTATAG
TGAGTC 1 0.8008



rs17087898 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCAAGAGTTTGG
AAAAGTTTTCTGATA
AAT

GAGTCGAGGTCATAT
CGTCCAAGAGTTTGG
AAAAGTTTTCTGATA
AAC

CTCTAGCACATAATG
AGGCAGTCAGCCAA
CAGGACTCGCTCTG
GTCTGCCTATAGTGA
GTC 0.5598 0.5734

rs17087959 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGTATTTGGG
TCTGGCTTTGAAGT

GAGTCGAGGTCATAT
CGTGTTGTATTTGGG
TCTGGCTTTGAAGC

AGGAGTGTTGACTTC
AAGAAGTAGTGACAG
TCCCAATCCACGTTC
GTCTGCCTATAGTGA
GTC 0.117 0.5203

rs17088001 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCAGAATCAACT
CCAATGTGCAGAA

GAGTCGAGGTCATAT
CGTCCAGAATCAACT
CCAATGTGCAGAC

TTATCACCCTGTTTT
GGATTCCTGGATGG
CCGTATTGCACACTG
TCTGCCTATAGTGAG
TC 1 1

rs17088013 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTTCCAAGCTGA
GCATGTACAGGT

GAGTCGAGGTCATAT
CGTCTTCCAAGCTGA
GCATGTACAGGC

TCAGAGGAGTCTGTC
TGAGCTTCGTCTTTC
GGAGGCAAGCATGG
TCTGCCTATAGTGAG
TC 1 1

rs17097182 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGCCACCCTAT
CTAAAACCACAAA

GAGTCGAGGTCATAT
CGTTGGCCACCCTAT
CTAAAACCACAAT

ACCCAAATACTACTT
ATCCTCCTTCATCGG
AGTTAAGAACGGGGT
ACGTCTGCCTATAGT
GAGTC 0.7901 0.515

rs17097193 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTCCATAATGA
AAATTCAAGTTGTGG
A

GAGTCGAGGTCATAT
CGTGGTCCATAATGA
AAATTCAAGTTGTGG
G

CAAAATGAACAAAAC
CTCTGTTTCTGGGAG
TACCTAGCTTCGGAG
TCTGCCTATAGTGAG
TC 0.6655 0.7791

rs17127608 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTTTTCATTCA
TAGTAAGCCACCA

GAGTCGAGGTCATAT
CGTTGTTTTCATTCA
TAGTAAGCCACCG

TATCCAACTAAGAGA
AATATTAATGTATGC
CGGTCTCCTTGTAGA
ACCGTCTGCCTATAG
TGAGTC 1 0.2076



rs17127655 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAACAGATGAC
TAAATACTCGGGTTC
TT

GAGTCGAGGTCATAT
CGTGCAACAGATGAC
TAAATACTCGGGTTC
TC

TGAAGGAGTACAGG
GCAGAAATATCCGTC
ACTACTGATCGTGGG
GTCTGCCTATAGTGA
GTC 0.04498 0.4319

rs17127677 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTCAGGCCATA
ATGAAGCATTAA

GAGTCGAGGTCATAT
CGTTCTCAGGCCATA
ATGAAGCATTAC

TAAAACTAGTTTTGC
AATTATGTTTGCTAT
GTGCTAGTATCCGG
GCAGTCTGCCTATAG
TGAGTC 0.3126 0.1026

rs17127680 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCAGGCAAGA
TTGGATTCTGGAA

GAGTCGAGGTCATAT
CGTGCCAGGCAAGA
TTGGATTCTGGAG

ATGGAGCAAAAGCAA
GACCTTATCTGTCTT
ACCAAGCCGAGTGG
GTCTGCCTATAGTGA
GTC 0.8343 0.6298

rs17127686 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGATGCTTTGG
GGTACATGCTAGT

GAGTCGAGGTCATAT
CGTTTGATGCTTTGG
GGTACATGCTAGC

GAGGAGAGAGAACA
GCCAAAGCGCGGTG
ATTAAGCATGAGCTG
TCTGCCTATAGTGAG
TC 0.04506 0.9127

rs17127690 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACTAAGTTTGA
AGAGCTGACCCTGAA

GAGTCGAGGTCATAT
CGTGACTAAGTTTGA
AGAGCTGACCCTGA
G

GAAAAGCAAATTCAG
AAAAATTCTCGACTG
GACGGCTAACTTTGC
GTCTGCCTATAGTGA
GTC 0.1413 0.6707

rs17127807 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCTTGGCAC
ACAGCTTTCAA

GAGTCGAGGTCATAT
CGTGTGCTTGGCAC
ACAGCTTTCAG

AAGTATTGGCTATTT
CTATTATTACAAGAC
TGAGATTCGCGGGT
CGTTGTCTGCCTATA
GTGAGTC 0.6235 0.694

rs17127826 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCATGAAGTGG
TCTTCCAAACTCAAA
T

GAGTCGAGGTCATAT
CGTGCATGAAGTGG
TCTTCCAAACTCAAA
C

TTTAACTGTAACATTT
CATTATTAAGTAGCC
GGTGCTGTCGCCAA
TTACGTCTGCCTATA
GTGAGTC 0.6261 0.5419



rs17151837 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTATCAGCCTG
GGACTTCTCCCAA

GAGTCGAGGTCATAT
CGTGTATCAGCCTG
GGACTTCTCCCAG

CATTGTCTCTGAATT
TTTCAGTCGGAGGTT
ATGTGGTCGTAATCC
CGTCTGCCTATAGTG
AGTC 1 0.513

rs17151878 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGTCAGTGTT
CTCCATAGTGTATGA
T

GAGTCGAGGTCATAT
CGTGTGGTCAGTGTT
CTCCATAGTGTATGA
C

GCATTTGAAACATCA
GTAATGACGTGCCG
CAACTGATAAGCGTT
GGTCTGCCTATAGTG
AGTC 0.156 0.3252

rs17151919 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTCACCAGTAT
GCCTTCCAGAAACA

GAGTCGAGGTCATAT
CGTGCTCACCAGTAT
GCCTTCCAGAAACG

GATCCAAATATCCAA
CGACCTTCAAAGCG
GTATTTTACGTGACG
GGTCTGCCTATAGTG
AGTC 1 0.3216

rs17151922 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCCTTTGGAT
GACCAGAACAAT

GAGTCGAGGTCATAT
CGTGAGCCTTTGGAT
GACCAGAACAAG

TTCCCTCTGAGAATT
CCAAGCGGGTGAGA
TTTTCGCTCGAACGT
CTGCCTATAGTGAGT
C 0.006496 0.02646

rs171895 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGAGGTACCAT
TTATTAGCATGTATT
CTT

GAGTCGAGGTCATAT
CGTCAGAGGTACCAT
TTATTAGCATGTATT
CTC

ATGAAATTTCCTGAA
TTGAAATTCAGTGCC
GTTAGACCTACCGAA
GTCTGCCTATAGTGA
GTC 0.05112 0.9002

rs17240428 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGTTCCTGTTT
CTTTATAGCACTCTT
TT

GAGTCGAGGTCATAT
CGTTGGTTCCTGTTT
CTTTATAGCACTCTT
TC

GTTGACAGTCTTTTT
TGTCCTATTGAATTT
ACGCATTGTGACTGG
ACGTCTGCCTATAGT
GAGTC 0.3217 0.325

rs17309944 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATCTTGGCTTT
TTATGTTGGATCT

GAGTCGAGGTCATAT
CGTGATCTTGGCTTT
TTATGTTGGATCC

TATTGCGATTAGAAT
TAAGCATATTATCGT
CAACCTTATTGCGCT
CAGGTCTGCCTATAG
TGAGTC 0.4896 0.5595



rs17418241 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTTCAGGTTA
CCTCCCACATGGA

GAGTCGAGGTCATAT
CGTGGCTTCAGGTTA
CCTCCCACATGGG

TTCATTTTCCCCATG
ACATAGGGCGCGAT
CCTATGACCACTGAG
TCTGCCTATAGTGAG
TC 1 0.7415

rs17435706 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCGATGTTGGTGT
AATTGGCTTCTAGGT

GAGTCGAGGTCATAT
CGTCGATGTTGGTGT
AATTGGCTTCTAGGC

GAATAAGATAAAATG
AAACCACAACGATGA
ACTATTCGCGTCTGA
AACGTCTGCCTATAG
TGAGTC 1 0.06199

rs17489067 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTAAATGAGT
GTAAAGGCCATGGAT

GAGTCGAGGTCATAT
CGTGTCTAAATGAGT
GTAAAGGCCATGGA
G

ACAGTTTCCAGACCA
ACTGAAAGGGTTCTA
TGTTTGGACGCCATG
GTCTGCCTATAGTGA
GTC 0.2629 0.3596

rs1751492 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACATGTTTTTC
TCTATACCTTTTGGT
GA

GAGTCGAGGTCATAT
CGTGACATGTTTTTC
TCTATACCTTTTGGT
GG

AAAATCCTAAAAGCC
TAAGTCATATGGTCA
CCACGCTTTGCACGA
GTCTGCCTATAGTGA
GTC 0.9019 0.6004

rs17624818 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACATTGTTAAG
TCTGGACCCCAGAT

GAGTCGAGGTCATAT
CGTGACATTGTTAAG
TCTGGACCCCAGAC

GGTTTCCTCTACACT
GGGAGTAGCGGTGA
TAGGGCAGCTCATTG
TCTGCCTATAGTGAG
TC 0.4543 0.4081

rs17679136 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACCCATTTGT
CAAACCTGAGGAA

GAGTCGAGGTCATAT
CGTGCACCCATTTGT
CAAACCTGAGGAG

TTTAATTTACCCCAT
CCTTAAACTTCAAGC
GGGGCTGTCAACAC
AGTCTGCCTATAGTG
AGTC 0.9513 0.2371

rs17686882 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAGTGAGCCT
GTCTATGGAAAAGGT

GAGTCGAGGTCATAT
CGTTGAGTGAGCCT
GTCTATGGAAAAGGC

TGTAACGAAGAGAAG
AAACCAATCGATATT
TGCGAGGCACTGTAT
GGTCTGCCTATAGTG
AGTC 0.952 0.4888



rs17687125 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGACATAATTTC
TTATAATCAGTCTTG
GT

GAGTCGAGGTCATAT
CGTTGACATAATTTC
TTATAATCAGTCTTG
GC

GCTTATTATTGTTTTT
ACATTATGTGGGATA
GGCCAACGCTCAATC
GTGTCTGCCTATAGT
GAGTC 0.5037 0.6903

rs17773774 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCAAAAGCA
GAGTCTAAGAATTTA
CTGA

GAGTCGAGGTCATAT
CGTGTGCAAAAGCA
GAGTCTAAGAATTTA
CTGC

AATTGAAAATAAATCT
ACTTTTAAACCAACA
GTCGCCGAGTCTCAT
CAACGTCTGCCTATA
GTGAGTC 0.4543 0.7013

rs1778913 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTTATGGGCTA
TGGCCTAATGGTAA

GAGTCGAGGTCATAT
CGTCCTTATGGGCTA
TGGCCTAATGGTAG

GTGTATAATATTGAT
ACTATCACTGCCGTA
CCAAGTGGTCTGCC
GTCGAGTCTGCCTAT
AGTGAGTC 0.3142 0.4874

rs1778933 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTGTTGGAG
GGATACTTGGAGGT

GAGTCGAGGTCATAT
CGTGGGTGTTGGAG
GGATACTTGGAGGC

ATCAAGCAGACACAA
ATTAAATGTATCCGT
GGGCCTGCAAGAGC
TGTCTGCCTATAGTG
AGTC 0.5072 0.2803

rs17792983 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCACCCAAATT
CAAACAGACCACT

GAGTCGAGGTCATAT
CGTTTCACCCAAATT
CAAACAGACCACC

CTACCATCTCGACCA
GGATCACCACGTTCG
CGTTCTCACATGGTC
TGCCTATAGTGAGTC 0.9538 0.5236

rs1782755 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGAATCATCG
GAATCGTCTGTTACT

GAGTCGAGGTCATAT
CGTGCAGAATCATCG
GAATCGTCTGTTACG

AAAAATCAGGTTAAT
CAAATGAATAATCGT
CTATGCCGAGGTAC
GTCGTCTGCCTATAG
TGAGTC 0.811 0.6787

rs1782763 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATCAGACTGTG
GATTTGTCTTTGTAT
AT

GAGTCGAGGTCATAT
CGTGATCAGACTGTG
GATTTGTCTTTGTAT
AC

TTATACAGATTTCTTC
AAATATTTGTACCTT
CAAACCGGGTGGCA
TTTCGTCTGCCTATA
GTGAGTC 0.774 1



rs1822420 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGGCAGGTGA
TGTCTGGTTGCA

GAGTCGAGGTCATAT
CGTAAGGCAGGTGA
TGTCTGGTTGCG

ACACACACAATTTCC
CTGTTAAGGGTAAAC
GTGCTGCACTTGTG
GTCTGCCTATAGTGA
GTC 0.2901 0.5191

rs1847912 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACCCCAGATT
CAACTGCTTACA

GAGTCGAGGTCATAT
CGTGCACCCCAGATT
CAACTGCTTACG

GACATTTCCACTCTG
ACGAATTGATGGTAG
GGTCCAACGCCTAGT
CTGCCTATAGTGAGT
C 0.2315 0.8608

rs1866225 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTTTTTCTCA
GAGCCTCTGGCATT

GAGTCGAGGTCATAT
CGTGTCTTTTTCTCA
GAGCCTCTGGCATC

ACGTGCTTGGAGATA
CCTGAGCTACGTCG
CCTTCAATGCCAGGT
CTGCCTATAGTGAGT
C 1.48E-66 1.13E-53

rs1867283 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCATTGCAG
GGGAAATGCT

GAGTCGAGGTCATAT
CGTGGGCATTGCAG
GGGAAATGCC

AAATGCCTCAAGCAA
GCTCTATCCTCGGAA
TTAGTTTGAACCTCC
GGTCTGCCTATAGTG
AGTC 0.9609 0.001972

rs1869641 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAATTCCTAAA
TGTGCATCTGTCCTT
A

GAGTCGAGGTCATAT
CGTCAAATTCCTAAA
TGTGCATCTGTCCTT
G

GTAATAAAAGGTCTT
GAAGAATGAAACCTA
GACCATTGGACCGG
GTAGTCTGCCTATAG
TGAGTC 0.6424 0.359

rs1876155 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTTGCCGGCC
ATTACACTGT

GAGTCGAGGTCATAT
CGTCCTTGCCGGCC
ATTACACTGG

ACATTTCTGGCATCT
AAAAGAGTTTGGGCC
TCAAACGGATAGCCT
GTCTGCCTATAGTGA
GTC 0.6369 1

rs1883306 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAACCGGTGGAG
AGGCCCCA

GAGTCGAGGTCATAT
CGTAACCGGTGGAG
AGGCCCCC

TCTGGACCTAAAACC
AGCGAGCTACCAATC
TCGGTTGTGTGTGGT
CTGCCTATAGTGAGT
C 1 0.0837



rs1887285 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCTGAGAATA
AAACTCATCTCCTAC
TTAT

GAGTCGAGGTCATAT
CGTGTGCTGAGAATA
AAACTCATCTCCTAC
TTAC

AAGTCTTTCTTAAAG
TGAACATGACGGTTT
CGAGATTAGAATCGC
GGGTCTGCCTATAGT
GAGTC 0.4162 0.1012

rs1899637 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTTGCAGTGA
AGAGCCCAGGA

GAGTCGAGGTCATAT
CGTGGTTGCAGTGA
AGAGCCCAGGG

TAAAACTTACTTCTAT
TGATTACCATGACCG
AACTCCTCCATTTGG
CTGTCTGCCTATAGT
GAGTC 0.002566 0.3607

rs1899640 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTGGGGATCT
CAGGTGTTGACA

GAGTCGAGGTCATAT
CGTGTTTGGGGATCT
CAGGTGTTGACG

GTATATCTGCCAGGA
CGCTGTGTGACGTG
GTCGAGTAAACTTTC
GTCTGCCTATAGTGA
GTC 0.1923 0.796

rs1899641 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGGCATAGC
CAAAAAACCCCAA

GAGTCGAGGTCATAT
CGTGATGGCATAGC
CAAAAAACCCCAG

GTAATGCAATACTCT
TTATACTTAGAACCA
CGACCTTTTCGCCTG
TAGGTCTGCCTATAG
TGAGTC 0.8052 0.3594

rs1936434 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGATAAACCAA
TGTAACAGGACTGGT
T

GAGTCGAGGTCATAT
CGTGGGATAAACCAA
TGTAACAGGACTGGT
G

AGGCCAGGGTGATA
GACATACCCGATGGA
TAGGTCGGTGAAGT
CTGCCTATAGTGAGT
C 0.5656 0.3729

rs1943217 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGCTACTGCAG
AGCTGGTGAGTTT

GAGTCGAGGTCATAT
CGTAAGCTACTGCAG
AGCTGGTGAGTTG

GAATGGGAAAATATG
TCTAGTTAAACGCTT
CGATGGCACCCTTAC
GAGTCTGCCTATAGT
GAGTC 0.7257 0.0009759

rs1943218 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCATCTATTGC
CTTTTATCTGAAAAAA
GAT

GAGTCGAGGTCATAT
CGTGCCATCTATTGC
CTTTTATCTGAAAAAA
GAC

AAATTATATTAGATTC
ATCTATGGCAAGAAT
CCAGGTGCCGGTGT
TGTGTCTGCCTATAG
TGAGTC 0.789 0.1617



rs1943224 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACACCCATGGT
GCCCAAGTTTA

GAGTCGAGGTCATAT
CGTACACCCATGGTG
CCCAAGTTTG

TAATCTCACCAAGGT
AAAATCTTCCGTGCC
GATCTGTGAAGCCTA
GGTCTGCCTATAGTG
AGTC 1 1

rs1943225 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGAAATTCTC
CTCAGAAGTGCAA

GAGTCGAGGTCATAT
CGTGTGGAAATTCTC
CTCAGAAGTGCAC

CATTATTACTTTTCCA
GTCAGATCTACTTGA
AGCCGTCCTTGTCCC
AGTCTGCCTATAGTG
AGTC 0.7256 0.4944

rs1943226 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTCTCTCTCT
TGCATTTCGTTCTCT

GAGTCGAGGTCATAT
CGTGCCTCTCTCTCT
TGCATTTCGTTCTCG

TTCTTCTTAACCATG
ATGTTCAGAGCTGTC
GATGATCCGGTCTCA
GTCTGCCTATAGTGA
GTC 0.8811 0.4632

rs1943227 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTAAGCTAAAG
TTCAGATCTTCATATT
TTA

GAGTCGAGGTCATAT
CGTGTTAAGCTAAAG
TTCAGATCTTCATATT
TTG

CTATATTTCTATAACC
CAATTATAGTTTTGC
CCTACAGAGAGCGT
CCTGGTCTGCCTATA
GTGAGTC 0.9123 0.2217

rs1946816 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGATTCAAATC
TCCAGTTGGGAACTA
A

GAGTCGAGGTCATAT
CGTGTGATTCAAATC
TCCAGTTGGGAACTA
C

ACATCAAACATTTCA
AAAATCAATCGGCTA
TTGAGTCCGCGCAAT
GTCTGCCTATAGTGA
GTC 0.3878 1

rs1948308 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCATGTGAGTCTT
TCAAGAATAAGTGGG
T

GAGTCGAGGTCATAT
CGTCATGTGAGTCTT
TCAAGAATAAGTGGG
C

CTGTGGAAAATGTCT
ACTTTTAGCCGCGTG
GAATACTGCTTGACG
GGTCTGCCTATAGTG
AGTC 0.002717 0.02285

rs195850 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTCATCCAAA
TGTTTATTTGTTTCT

GAGTCGAGGTCATAT
CGTTTTTCATCCAAA
TGTTTATTTGTTTCC

AGACAGCTAAAGAAA
GGAGTCTATAGCGTT
GTGCTAACGGGATCT
CGTCTGCCTATAGTG
AGTC 0.06748 0.7726



rs195851 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAATGCTATTT
TAACCCAGCCCAGT

GAGTCGAGGTCATAT
CGTGAAATGCTATTT
TAACCCAGCCCAGG

TTCATCAGACACTTC
TTGCTCTAATCGTCG
TACAAAGGTTTCTAG
GGGTCTGCCTATAGT
GAGTC 0.2064 0.3796

rs195853 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCGCGGCAAG
GCCAAGGT

GAGTCGAGGTCATAT
CGTGGCGCGGCAAG
GCCAAGGC

CCTCTTTTGCGACTG
GGTCACTCAAGGCC
GTTAGCTGTGGTCTG
CCTATAGTGAGTC 0.1203 0.1162

rs195854 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGTAAGATTA
AGTTGCCTTTCTTTT
TTTT

GAGTCGAGGTCATAT
CGTGTGGTAAGATTA
AGTTGCCTTTCTTTT
TTTA

AAAAAAAAAGGTCTG
AAATGTTATTATCGT
AACCTTGCGAAGAGC
GGGTCTGCCTATAGT
GAGTC 1.40E-27 0.6584

rs195862 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCAGGGTGTG
CGGACACTTCT

GAGTCGAGGTCATAT
CGTGCCAGGGTGTG
CGGACACTTCG

CCCAAAGCTCTTCTC
CTTCCGCAATGTTAG
GGACGTTCAAATCGT
CTGCCTATAGTGAGT
C 0.1451 0.1777

rs1972281 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTAGCCCATTCA
AAGGGCTTGGTA

GAGTCGAGGTCATAT
CGTGTAGCCCATTCA
AAGGGCTTGGTG

TCCCCTTTGAAGAGG
CTGTCTCGACAGTGC
GATTACCGGCGTCT
GCCTATAGTGAGTC 0.8274 1

rs1992233 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTACCCACGCT
GCAGCTGTAGA

GAGTCGAGGTCATAT
CGTCCTACCCACGCT
GCAGCTGTAGC

GTTTACTCACAGCAA
GAGAGAGATCCTCA
GTTGGGAAGGCGCT
CAGTCTGCCTATAGT
GAGTC 1 0.4546

rs200155 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGATGGGATG
GATAGGACCTCATAA

GAGTCGAGGTCATAT
CGTGTGATGGGATG
GATAGGACCTCATAG

TGGGCTTTCTTCCTT
CTAATTCGCGAGTAA
CTCAGACCTTCGTGT
CTGCCTATAGTGAGT
C 0.2744 0.907



rs2021808 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCAAGCAGCTC
CAATCTGTTACATAT

GAGTCGAGGTCATAT
CGTCCAAGCAGCTC
CAATCTGTTACATAC

TGTTCTCACGTTAAA
CAATAACTAGGAAGG
GTATCGCCTTGTATG
TCGGTCTGCCTATAG
TGAGTC 0.386 0.3518

rs2023890 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGGTCAATGA
TGGCCCACACA

GAGTCGAGGTCATAT
CGTGTTGGTCAATGA
TGGCCCACACG

ATAGCAGTGGTCCCA
TAAGATTATCGTTTG
ACATCAGCGTCTAAG
ATGTCTGCCTATAGT
GAGTC 0.008291 0.5856

rs2025804 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTGTTTTGTC
TCCCTTCCATTATATT

GAGTCGAGGTCATAT
CGTGAGTGTTTTGTC
TCCCTTCCATTATAT
C

TAGCTTCACTCTAGT
CCTTACTGGGAGATA
GGCAATCATACGCG
CTACGTCTGCCTATA
GTGAGTC 0.5607 0.8582

rs2034107 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACATGTCATCCCAC
ATCTCCCCCA

GAGTCGAGGTCATAT
CGTATGTCATCCCAC
ATCTCCCCCC

AATCAGTTTATCTCT
GCTCTCCAGCAGTC
GCGGTTAATCGCATG
TGTCTGCCTATAGTG
AGTC 1 0.9229

rs2049048 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGTCCCAGAAT
GGGCCTGAGTA

GAGTCGAGGTCATAT
CGTAAGTCCCAGAAT
GGGCCTGAGTG

GCAGATCACTGTGGA
GATGTTATCCACAAT
CAGTGCGTCGCCTG
TCTGCCTATAGTGAG
TC 0.6859 0.8622

rs2060715 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTGGTATAATG
GACTCCCATGTATCT

GAGTCGAGGTCATAT
CGTTCTGGTATAATG
GACTCCCATGTATCC

TCACTTAGCTTTAGC
AATTCTCAACGACAC
GGTGGAATAGTCTAC
GGTCTGCCTATAGTG
AGTC 0.3462 0.1641

rs2071045 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCGTGAGGCCTC
ATGAGAATCCTA

GAGTCGAGGTCATAT
CGTCGTGAGGCCTC
ATGAGAATCCTG

GATTTTTTTCTTATCT
TTAATTTTTTTAAGTG
GGTACGGGCGTCAC
AGTCTGCCTATAGTG
AGTC 0 2.46E-178



rs2083828 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGGAGAGAA
ACGGGTAACAAGAT

GAGTCGAGGTCATAT
CGTGATGGAGAGAA
ACGGGTAACAAGAG

ATACAAGAATATTAA
GCTTCATCAGAATAG
TCCGAAGGAATGCTG
ACAGGGTCTGCCTAT
AGTGAGTC 0.6238 0.7221

rs2120266 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTAGCTGTG
AAGGTGAAGCAAAGT

GAGTCGAGGTCATAT
CGTGAGTAGCTGTG
AAGGTGAAGCAAAGC

GTTGGAGTCTAGCTA
TACTTTGAAGACCGC
ACTACAATTCCGGTG
GGGTCTGCCTATAGT
GAGTC 0.07316 0.6893

rs2154381 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATCTGAAGTCC
AGAGGGAGCAGTT

GAGTCGAGGTCATAT
CGTGATCTGAAGTCC
AGAGGGAGCAGTC

AGGCTTGAGCTATCA
CTTTCCTCAATCTTT
GCGAGACACGTCGG
TCTGCCTATAGTGAG
TC 1 0.5844

rs2164864 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCACCACCTGTC
ATTGAAACCAA

GAGTCGAGGTCATAT
CGTTCACCACCTGTC
ATTGAAACCAG

AAAGGCTCATGTCAA
CTAAATGGCGTCGAA
CTACATAGGGCTGAG
TCTGCCTATAGTGAG
TC 0.2584 0.7295

rs2165892 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCAGTCTTGTAT
TCAGTTTGCTCACA

GAGTCGAGGTCATAT
CGTCCAGTCTTGTAT
TCAGTTTGCTCACG

AAGAATCCAAGAAGG
TCAAAGTAGAGTCGA
ATATACCATCGTAAC
GCGTCTGCCTATAGT
GAGTC 4.01E-05 0.06556

rs2165893 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCATGCAGGC
ACTACCAATCAAT

GAGTCGAGGTCATAT
CGTGCCATGCAGGC
ACTACCAATCAAC

GGTGGAGACACGTA
AGAAGACATGAGTGC
CGTCGAAGTACGAG
GTCTGCCTATAGTGA
GTC 1 0.2286

rs2167289 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCTCCAGGC
ATACAGCATGTA

GAGTCGAGGTCATAT
CGTGTGCTCCAGGC
ATACAGCATGTC

GGATACCACCATTGA
AGAAGGGGTAGGCT
CCATGTAAACGCTGT
CTGCCTATAGTGAGT
C 0.959 0.6942



rs2241367 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGATAAAAGG
AGGAATGCAACAATT
AT

GAGTCGAGGTCATAT
CGTGGGATAAAAGG
AGGAATGCAACAATT
AC

CAGAAAACAAGAGAA
AAGAGCACTGGGGT
CGAGTCCAGTGAAAC
GTCTGCCTATAGTGA
GTC 0.5212 0.2188

rs2277192 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAACACATTACCC
CAGCTATGGTGAT

GAGTCGAGGTCATAT
CGTAACACATTACCC
CAGCTATGGTGAC

GAGAAGTTGAAGAGA
CACCGTATTCGCAAC
CGAACCCAGATTGG
GTCTGCCTATAGTGA
GTC 0.1604 1

rs2278815 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCAGGCATTG
GCCTTACACAGT

GAGTCGAGGTCATAT
CGTGCCAGGCATTG
GCCTTACACAGC

CCTCTCATTCAGAGG
TCAGGCGCAGGCGT
ATTACTAAGCACATG
GTCTGCCTATAGTGA
GTC 0.2337 0.04846

rs2279010 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGTGCTGCA
CAGCGACTTT

GAGTCGAGGTCATAT
CGTGGGGTGCTGCA
CAGCGACTTG

GGCCTTAGGTCTTCT
CGCTGGATAGTGCT
GCCCGAAGCGTAGT
CTGCCTATAGTGAGT
C 0.8042 0.1296

rs2289230 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCCTTAAAAAA
AATTACAGAAATCAT
CT

GAGTCGAGGTCATAT
CGTTTCCTTAAAAAA
AATTACAGAAATCAT
CC

ATAAAACCTTGTACA
GTGTTATAAACACAG
TCCATCCGTGTGAAG
ACCGTCTGCCTATAG
TGAGTC 0.6555 0.4019

rs2289656 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTCCTGGAGC
CCACCTCCCT

GAGTCGAGGTCATAT
CGTGCTCCTGGAGC
CCACCTCCCC

CCTCACTGTACCTGA
GGAACTTGAGACCC
GTCATGGAGCAACTT
GTCTGCCTATAGTGA
GTC 0.1016 0.8854

rs2291506 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACACTACGTAT
GTGCATTTGTATATG
TAT

GAGTCGAGGTCATAT
CGTCACACTACGTAT
GTGCATTTGTATATG
TAC

ACATAAATACATGAA
AACATCACAGCTAAT
GTGCCAGGACGACA
GCTGTCTGCCTATAG
TGAGTC 0.008899 0.3775



rs2294405 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGCATTTGGGT
CAGCGTTATATTT

GAGTCGAGGTCATAT
CGTCTGCATTTGGGT
CAGCGTTATATTC

AGGGGCAAATAAAGT
AATTTGACGAGTGGC
TCCTCAACGTCCAGG
TCTGCCTATAGTGAG
TC 0.9535 0.9294

rs2304572 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGTGAAGCCT
GAAGGGCCTTA

GAGTCGAGGTCATAT
CGTAAGTGAAGCCTG
AAGGGCCTTG

GGTAGTCCCAGTCCA
GTGCTTACTCCGAGT
GTTGGATGGACCGT
CTGCCTATAGTGAGT
C 0.6253 1

rs2322291 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGCCTTTGCT
TTCAACAGAATGT

GAGTCGAGGTCATAT
CGTGTTGCCTTTGCT
TTCAACAGAATGC

AACCGGATACCTTCT
GAGATAGGACTCTG
GATGAGCGGTAACG
TGTCTGCCTATAGTG
AGTC 0.9608 0.2729

rs2378672 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCACCACCTCA
GTGCCACCA

GAGTCGAGGTCATAT
CGTGCCACCACCTCA
GTGCCACCG

AATCATCCATCAACA
CTCAGTCTATTAACA
CGAGTAGGTTTGGC
CGGTCTGCCTATAGT
GAGTC 0.02099 0.4359

rs240763 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCCCGTATGCC
TCTGTGTTCAT

GAGTCGAGGTCATAT
CGTTTCCCGTATGCC
TCTGTGTTCAC

TAGTCATTCAGAAAG
TATTTATCGAGCATA
GAAACGTGGGGATC
TCCGTCTGCCTATAG
TGAGTC 0.5545 0.1394

rs240764 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCTTGTTGAA
CTCGCCATTTCTAT

GAGTCGAGGTCATAT
CGTGTGCTTGTTGAA
CTCGCCATTTCTAC

CCCTCATTTGGATGA
CTGTTGTACCGGGC
ATTACTCACTCCAGT
CTGCCTATAGTGAGT
C 0.1388 0.6834

rs240765 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGGATCCTT
CAGCCCCAATA

GAGTCGAGGTCATAT
CGTGGGGGATCCTT
CAGCCCCAATG

TAAGAAAATTTAAAG
AGGGAGTCTTACTAG
GTGCTCATCGGTTCG
TAAGTCTGCCTATAG
TGAGTC 0.02045 0.927



rs240766 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCAGCAAGGGA
ATCGGAATCCA

GAGTCGAGGTCATAT
CGTTCAGCAAGGGA
ATCGGAATCCG

CTTGACTTGAATAAG
ATTAAGGACACGAGG
ATTACGTGTGCTCCC
AGGTCTGCCTATAGT
GAGTC 0.04776 0.4551

rs241812 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCTTTTGAAT
TCATAGAAAAGTTAG
GCT

GAGTCGAGGTCATAT
CGTGCCCTTTTGAAT
TCATAGAAAAGTTAG
GCC

AATACCAAAGGTGAC
ATACAGTACCGTCCT
ATGTTCCGCACTAGA
TGGTCTGCCTATAGT
GAGTC 0.8133 0.481

rs241813 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAACTGTGGA
TAAGGGGGGACTATA

GAGTCGAGGTCATAT
CGTGAAAACTGTGGA
TAAGGGGGGACTAT
G

TAATTCCACCTCTGG
GAATATATGCACTGC
GCCAACCTTAGTGG
GGTCTGCCTATAGTG
AGTC 0.287 0.3178

rs241815 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAAATAATGGA
AAAGAGGCAGCCA

GAGTCGAGGTCATAT
CGTGGAAATAATGGA
AAAGAGGCAGCCC

AATAACATATGTGTA
TTTTATTTCCTTCTAC
CTACAGTTCGATAGC
CCGGTCTGCCTATAG
TGAGTC 0.6627 1

rs241816 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAGAAAGTTC
CCTGGCCATGAT

GAGTCGAGGTCATAT
CGTGTGAGAAAGTTC
CCTGGCCATGAC

AAGATGTCTCAATAG
TGGTCCATGCGTAG
GGACTATCAGGGAA
CGTCTGCCTATAGTG
AGTC 0.2181 0.2431

rs241819 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGTCCAGTAA
AAACCAGGAGCACT

GAGTCGAGGTCATAT
CGTGTTGTCCAGTAA
AAACCAGGAGCACC

CCTAATTCTGTATTTT
TTTTTTGCCCGGCTT
TGAGGCAACTCGACT
GTCTGCCTATAGTGA
GTC 0.6939 0.4725

rs2444933 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGAGGTAGCA
GCTGGTTTAAACCTA
A

GAGTCGAGGTCATAT
CGTGGGAGGTAGCA
GCTGGTTTAAACCTA
G

TAAAACTAGAAAAAG
AAACTGCTGACTTAC
CGGCAGTTCAGGCT
CTGTCTGCCTATAGT
GAGTC 0.7298 0.3156



rs2444935 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGCGGCAATAC
CAGCGGCA

GAGTCGAGGTCATAT
CGTAGCGGCAATAC
CAGCGGCG

AACGGCCTGTTAGGA
GAGTTTATGAACTGC
GGTGTTAGATCCAG
GGTCTGCCTATAGTG
AGTC 0.173 0.2423

rs2586566 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCACTCCAG
CGTGGTGGA

GAGTCGAGGTCATAT
CGTGGGCACTCCAG
CGTGGTGGG

GAGATCTCCAAGAGT
GAAGTCCTCAATGCA
CGTACTTTAGATCGC
AGTCTGCCTATAGTG
AGTC 0.3104 0.03136

rs2658128 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAAAATTCCAAA
TGAAACCATGTCAA

GAGTCGAGGTCATAT
CGTAAAAATTCCAAA
TGAAACCATGTCAG

AGAGAAAATCCTATC
TCCTAAAAGACCTCA
ATCTTATTCGGCAGT
GTGAGTCTGCCTATA
GTGAGTC 1 1

rs2658134 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTATGGGATG
GGAATGAATGAGT

GAGTCGAGGTCATAT
CGTGTTTATGGGATG
GGAATGAATGAGA

TTTTAAGGAAACTGT
GGAGTGTGAGTGTG
GAGTTCGTTCCTAAG
CGTCTGCCTATAGTG
AGTC 0.3601 0.3689

rs271920 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAATGATGAAAT
CAACCTTAAAAGTGC
T

GAGTCGAGGTCATAT
CGTGAATGATGAAAT
CAACCTTAAAAGTGC
C

CAAAATGTTTAAAAG
TAAGCTTGTCGTTGA
GCCTCTACTACCGAC
AGTCTGCCTATAGTG
AGTC 0.1038 0.8128

rs271921 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCTCATCGCT
CTGGCCCAA

GAGTCGAGGTCATAT
CGTGTTCTCATCGCT
CTGGCCCAG

ACTCCTCACTGCCTC
TCCGGCATTTCGTGT
ACCTACCACCGTCTG
CCTATAGTGAGTC 0.5531 0.6282

rs271926 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCAGGGAAC
AATACAGGTCTCAAA
A

GAGTCGAGGTCATAT
CGTGTTCAGGGAACA
ATACAGGTCTCAAAG

CGAGGAAAAGTTTGA
GAATCTGACATGAGT
GCATTGCTCCGCTGT
CTGCCTATAGTGAGT
C 0.06507 0.2845



rs271927 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGTTGAGATTGA
AAATGTCAGCCTGT

GAGTCGAGGTCATAT
CGTAGTTGAGATTGA
AAATGTCAGCCTGC

TAGGTAATCCAACAT
GAATTGTTCTAGTAA
TTCGACAGTGGCGG
TGGTCTGCCTATAGT
GAGTC 0.6606 0.5535

rs271943 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCAGGGAGA
TGACATGGAGT

GAGTCGAGGTCATAT
CGTGGGCAGGGAGA
TGACATGGAGC

ATGGAAACAGGTTAG
GGACAAGGGAAGGT
CTATTTCCGCTCGGT
CTGCCTATAGTGAGT
C 0.09253 0.3763

rs2811569 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGTTTCTGCT
CAGCCGTATTAAGGA

GAGTCGAGGTCATAT
CGTGCAGTTTCTGCT
CAGCCGTATTAAGGG

AAGAAAGGCATACGA
TAGGAGACTAGGCG
GCATCTCTGAGGGA
GTCTGCCTATAGTGA
GTC 1 0.305

rs2811570 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCTGTATGG
GACCGGCTTCCA

GAGTCGAGGTCATAT
CGTGACCTGTATGG
GACCGGCTTCCG

CTTCACTTTAACGTT
CTGGGATCACACGC
AGTCGGCTGTCTTGT
CTGCCTATAGTGAGT
C 0.5876 0.5211

rs2811587 NHLH2 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTATTGGAG
GGAGTGGTTGACA

GAGTCGAGGTCATAT
CGTGGCTATTGGAG
GGAGTGGTTGACG

TATTAATGATGTCCA
GATGGACAGGCAATT
ACCCTGCTCCGGGA
TGTCTGCCTATAGTG
AGTC 1 0.1645

rs2841292 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGCCATAAAT
GAACCAAGCACAT

GAGTCGAGGTCATAT
CGTGTTGCCATAAAT
GAACCAAGCACAC

ACGTCTATGCAATTT
AATAGATTGAAGTCC
GCGAGTAGATTCTCT
CGGTCTGCCTATAGT
GAGTC 0.6151 0.4919

rs2841296 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACATGCTGAGGGA
ATGGCTCAAGAT

GAGTCGAGGTCATAT
CGTATGCTGAGGGA
ATGGCTCAAGAC

CCAGATGTGACATCT
AGTGAAGCGGGATC
TAGGTCAACACGGGT
GTCTGCCTATAGTGA
GTC 0.8344 0.7162



rs2841300 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTTGTACAAC
CATGCCTCAGTTAGT
TAT

GAGTCGAGGTCATAT
CGTGTGTTGTACAAC
CATGCCTCAGTTAGT
TAC

TATGGCTTCTTTCTT
GAATCTAACTCCGCT
TTGAGTGGAACCACA
GTCTGCCTATAGTGA
GTC 0.3878 0.4316

rs2918626 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACCCATGCT
GGCCACCT

GAGTCGAGGTCATAT
CGTGCACCCATGCT
GGCCACCC

TTCCTTAGTAGTTTC
CATCTGCTGGCAACT
TTATGCGAAGGATCG
GGTCTGCCTATAGTG
AGTC 0.07509 0.7322

rs3025108 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGTTCGTTTCT
GTCATCTTGGAAGTT

GAGTCGAGGTCATAT
CGTCAGTTCGTTTCT
GTCATCTTGGAAGTG

GATTTACCTGGCATT
ACCTTTAAATCCAAA
GGTGACCGCCTTACA
CGTCTGCCTATAGTG
AGTC 1 0.5948

rs3025115 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGGAATTTGAC
TAGGAATTTTGGTTC
A

GAGTCGAGGTCATAT
CGTCAGGAATTTGAC
TAGGAATTTTGGTTC
G

TTTAAATAACCTCCTA
GATTATTTCCAAGCG
GGTAGCAATGGTTGT
GTCTGCCTATAGTGA
GTC 0.4189 0.01673

rs3213541 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTGCACATGA
GGCGACTGAAT

GAGTCGAGGTCATAT
CGTGTTTGCACATGA
GGCGACTGAAC

GGCCCTGGAAAGTG
AGGACAGGAATAGTC
GTCGTCGCATCGTCT
GCCTATAGTGAGTC 1.65E-13 5.61E-19

rs322725 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCGATCCCTT
GGGAGGAAA

GAGTCGAGGTCATAT
CGTGAGCGATCCCTT
GGGAGGAAG

GTGAAAGGAGGTGA
GACTTGGTCTAACAG
CGCAGTGAGGATCG
TCTGCCTATAGTGAG
TC 0.8943 0.2693

rs322728 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGCAGTGATGCA
GGGGAGAAGT

GAGTCGAGGTCATAT
CGTTGCAGTGATGCA
GGGGAGAAGC

GGAGATAAGTCAGA
GTGGCACCTTCAGCA
TCCGAATCAGGTCCG
TCTGCCTATAGTGAG
TC 0.7028 0.8268



rs322731 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCTCACTGG
CTTTGCTGGT

GAGTCGAGGTCATAT
CGTGGGCTCACTGG
CTTTGCTGGC

ATTCAGTGGTGACTC
CACTGCATTGGTCCG
CACTTCAATCGCGTC
TGCCTATAGTGAGTC 0.3652 0.6207

rs322736 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTGTCCCTGT
GCTGAAACCACT

GAGTCGAGGTCATAT
CGTGTCTGTCCCTGT
GCTGAAACCACA

TGTCTGAGCTAGTAC
AACTTATAATAAACA
CTCAGGGACCGATG
CTTTCGTCTGCCTAT
AGTGAGTC 0.6873 0.0369

rs322738 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATCTGCACTCA
GGGCAACCCCA

GAGTCGAGGTCATAT
CGTGATCTGCACTCA
GGGCAACCCCG

TTCCCCTGTATGGTT
GTTTTTCTCCACGGA
CACATTGGCTGACGT
CTGCCTATAGTGAGT
C 0.3685 0.812

rs3731631 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTCGAGAGC
ACTTGTCCACTTTT

GAGTCGAGGTCATAT
CGTGTGTCGAGAGC
ACTTGTCCACTTTC

GCTTCAGGACAGAG
ATGTCACCGCGGCAT
AGTGCAATTCCGAGG
TCTGCCTATAGTGAG
TC 0.1983 0.5873

rs3734353 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTGGCTGAG
TCTCCCTCCCTA

GAGTCGAGGTCATAT
CGTGTGTGGCTGAG
TCTCCCTCCCTC

CCCTCTGCCTCAGGT
CATTGTTCCTGTGGG
CGATTAACTACCGTC
TGCCTATAGTGAGTC 0.6338 0.8234

rs3734354 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGATCAGATC
TCAGCCTCCAAAA

GAGTCGAGGTCATAT
CGTGTGGATCAGATC
TCAGCCTCCAAAC

AGCCTTCTCCTATAC
CAGCAGGGTTGAATC
GGTGTTCACGACGG
TCTGCCTATAGTGAG
TC 0.6172 1

rs3734357 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAGTAAACCA
CAAAATTATTTCAAA
GTTA

GAGTCGAGGTCATAT
CGTGGCAGTAAACCA
CAAAATTATTTCAAA
GTTT

ACTAGCAGTTATTTT
AAAAGGAGGTATCGT
TTGGAGGCGGTCAA
CCGTCTGCCTATAGT
GAGTC 0.9565 0.7365



rs3739570 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAACGACGTCTG
GAGCAGTAGTGTT

GAGTCGAGGTCATAT
CGTAAACGACGTCTG
GAGCAGTAGTGTC

GCACACAAGGTATTA
ATCGACACCGTCGTC
TTGTAGCATTCCATG
GTCTGCCTATAGTGA
GTC 0.4411 0.7576

rs3762986 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGCCCAGGGC
AAATGTTTTATAAT

GAGTCGAGGTCATAT
CGTAAGCCCAGGGC
AAATGTTTTATAAC

GTAGATGTGTCAGAG
GAGGAACGCGGAAC
GGAGTGCCAATGTTA
GTCTGCCTATAGTGA
GTC 0.843 0.7633

rs3775311 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGAAGCTTAAA
ATGAATTTAACATGC
A

GAGTCGAGGTCATAT
CGTGAGAAGCTTAAA
ATGAATTTAACATGC
G

TATAGACTAATAACA
TGTCTCCCTCTCTGG
ACCGTGAGATGGCTA
ACAGTCTGCCTATAG
TGAGTC 0.433 0.6295

rs3775315 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAATCTTTTAGT
CTGACTAAATCCTGA
GAT

GAGTCGAGGTCATAT
CGTGAATCTTTTAGT
CTGACTAAATCCTGA
GAC

TATTTAACTGATCCA
CAGAGAAGAGCTCA
GGTTACGTCACACAT
TCGGTCTGCCTATAG
TGAGTC 0.4909 0.07955

rs3778030 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCCAGCCGC
GAAAAGACT

GAGTCGAGGTCATAT
CGTGAGCCAGCCGC
GAAAAGACG

CAGAAACCCAAGGA
GGGATATCACGGGC
AACCTCGTCACGTCT
GCCTATAGTGAGTC 0.8959 0.7115

rs3778032 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGTTACCTTG
CTGCCAGTCATGA

GAGTCGAGGTCATAT
CGTGCAGTTACCTTG
CTGCCAGTCATGC

CTCCCTTACCATACA
CATCACATCAGGAAC
CTCACAGGCGAATTT
GGTCTGCCTATAGTG
AGTC 1 0.3759

rs3778033 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGGTTGGTGT
GAAGGTATTACACAA

GAGTCGAGGTCATAT
CGTTGGGTTGGTGT
GAAGGTATTACACAG

CTCTGTTATGAGGCT
GACTGACACGGTTGA
CGACTGCGACCCAT
GTCTGCCTATAGTGA
GTC 0.8778 0.7353



rs3778037 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTGAGTTTCTC
TGAGGCAAGCACA

GAGTCGAGGTCATAT
CGTTCTGAGTTTCTC
TGAGGCAAGCACG

GGATGGTACTCTCAA
GGAACACTCTACTCA
AGCGAATTTGGATGG
TGTCTGCCTATAGTG
AGTC 1 0.3295

rs3780625 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTTGTCAGAA
TCTTTTTCATGAGAT
GA

GAGTCGAGGTCATAT
CGTGTTTTGTCAGAA
TCTTTTTCATGAGAT
GG

GTGTCAGTAGTTAGA
TGGAGAAGGAAGCA
GTCGCATTCATTAGG
ACGAGTCTGCCTATA
GTGAGTC 0.01074 0.4492

rs3790425 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAATTTGTGA
CAATGTGCAGCA

GAGTCGAGGTCATAT
CGTGGCAATTTGTGA
CAATGTGCAGCG

CTGGAGACAGGGCA
GAAAAAGTCGCTGG
GAAACTTATGCCATA
GTCTGCCTATAGTGA
GTC 0.5588 0.00674

rs3790426 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGACCTTGAT
GACTTGAAAGGAGT

GAGTCGAGGTCATAT
CGTGCGACCTTGAT
GACTTGAAAGGAGG

CGAGATGAATATGTC
CAAAAATAGGGCTAA
CTGTGCTCGGAAGTT
GTCTGCCTATAGTGA
GTC 0.887 0.004828

rs3790429 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCAATTCAACAA
TATTATCAGTCATTT
GT

GAGTCGAGGTCATAT
CGTCCAATTCAACAA
TATTATCAGTCATTT
GA

ATTTTATACATTTAAC
AAAAATAAGGACAAG
CGCACCTACTTCAGT
CGGTCTGCCTATAGT
GAGTC 0.3892 0.503

rs3790431 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTAACTTTCTA
AGTCCTCAGTGAGTG
T

GAGTCGAGGTCATAT
CGTTTTAACTTTCTAA
GTCCTCAGTGAGTG
C

TAATGAATAACTTTG
TGCTTCCAAGTGCCG
GTATGATCGCTAACC
GTCTGCCTATAGTGA
GTC 0.8888 0.06828

rs3790432 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAATATCTGGA
TGTGCAATTATATAA
ACT

GAGTCGAGGTCATAT
CGTGAAATATCTGGA
TGTGCAATTATATAA
ACA

ACATTAAAGTGCTAT
TTTAATATGTGTTTC
CGAAGCCCAACGTA
GTTCGTCTGCCTATA
GTGAGTC 0.725 0.06306



rs3790433 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGCTTGTAG
GTGCTGTCTGGGT

GAGTCGAGGTCATAT
CGTGCTGCTTGTAG
GTGCTGTCTGGGC

TATCTGTGTGATTAC
AGTATTGTGGCGAAT
GCGTATTTTGTGTCG
AGCAGTCTGCCTATA
GTGAGTC 0.8473 0.9467

rs3792744 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCATAGGAAG
CCCCAGGGATCA

GAGTCGAGGTCATAT
CGTGCCATAGGAAG
CCCCAGGGATCC

AGAGATAAACTGGAC
TCTCCTGGTCACATA
CCGTGAGCCGCCTA
GTCTGCCTATAGTGA
GTC 0.04113 0.3556

rs3792747 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTGAAAAGC
CGGAGCTCCCT

GAGTCGAGGTCATAT
CGTGAGTGAAAAGC
CGGAGCTCCCC

GAGAGTCGCGGGGA
TAGATAGGTCTCTCC
GCAAAGCCCATTGTC
TGCCTATAGTGAGTC 0.3447 0.8017

rs3795955 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGCTGCACTG
CTCCCCT

GAGTCGAGGTCATAT
CGTGCGCTGCACTG
CTCCCCC

TGAACCAAAAGACTT
GGGTAGCTAGTCCG
GGTACTGGGCAAGT
CTGCCTATAGTGAGT
C 1.86E-09 0.5452

rs3798490 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCACCCCTT
CACCAACTTCCTA

GAGTCGAGGTCATAT
CGTGAGCACCCCTTC
ACCAACTTCCTG

TGTCTAAATAGCATT
CTACTAAGTGCTCCG
CGTGTAACCAGCTAC
ATCGTCTGCCTATAG
TGAGTC 1 1

rs3798497 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAAGGCCACA
GAGTCCCCAA

GAGTCGAGGTCATAT
CGTGCAAGGCCACA
GAGTCCCCAG

TTCCCCACAGGATCT
CACTGCGCTTACTCA
AGGAAACGTACTGTC
TGCCTATAGTGAGTC 0.5723 0.5557

rs3798498 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAATTTTAAATAT
ATGCCTCATTTGAAA
GA

GAGTCGAGGTCATAT
CGTCAATTTTAAATAT
ATGCCTCATTTGAAA
GG

CAGCATATTTTGTGT
TTATTCAGAACCGCT
CTGCATAATAGGGCT
CGTCTGCCTATAGTG
AGTC 0.1686 0.9018



rs3798508 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGTCCTTTATGT
CATGGCATCCAT

GAGTCGAGGTCATAT
CGTAGTCCTTTATGT
CATGGCATCCAC

GCTGTAAATGATTCA
GTATATCCCGTGCCG
TAAGATACAGCCTTC
CGTCTGCCTATAGTG
AGTC 0.467 0.5295

rs3806318 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGTAAAGAAAA
ACCCCGCTAGTTTCA

GAGTCGAGGTCATAT
CGTGAGTAAAGAAAA
ACCCCGCTAGTTTCG

TAAAGCGTTGCTATT
AAGCAAATGGTCCG
GGCTTCACAATGACT
GTCTGCCTATAGTGA
GTC 0.1998 1

rs3822062 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAGGTTTACAA
GCATTCAAACCTGT

GAGTCGAGGTCATAT
CGTCAAGGTTTACAA
GCATTCAAACCTGG

CTACAATGGTCTTGT
AAGAGGAGTACAACT
TAGCATGGTCCGCT
GAGGTCTGCCTATAG
TGAGTC 0.921 0.7682

rs3824519 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACAGAGCAGCC
TGGGTGCTCTT

GAGTCGAGGTCATAT
CGTACAGAGCAGCC
TGGGTGCTCTC

GGACTGCAGAAGTA
CAACTGTGTGGCGTT
CAACTCTCAAGAGGG
GTCTGCCTATAGTGA
GTC 0.8334 1

rs3828033 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGCAGTATATT
GTAGGATCACTTTTC
T

GAGTCGAGGTCATAT
CGTTTGCAGTATATT
GTAGGATCACTTTTC
C

AGAAAAAATTAATATA
ACAGCTCCAGTATTG
ACAGACTATCGGCCC
GGTCTGCCTATAGTG
AGTC 0.3912 0.0003691

rs3828942 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTTGGCAGT
CACCTGGGTA

GAGTCGAGGTCATAT
CGTGGCTTGGCAGT
CACCTGGGTG

AGGATACAAGGGCC
TGAGGTAGAATCGGT
TTCAGCTCCGGGTCT
GCCTATAGTGAGTC 0.4846 0.006864

rs3857014 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTAAAGGTCC
AGGTGTGCAGTCAA

GAGTCGAGGTCATAT
CGTGGTAAAGGTCCA
GGTGTGCAGTCAG

ATCTAACTCAGCACC
TGCACTTTCCGCCAA
GTTAGCAGAAATCCG
TCTGCCTATAGTGAG
TC 0.803 0.1089



rs3860945 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCCAAGAGCCTT
GCTGAAATCAA

GAGTCGAGGTCATAT
CGTCCCAAGAGCCTT
GCTGAAATCAG

ATACTTCATGTCCAA
GGCAATCTCCTCAAG
GCACTAGCTCGATGT
CTGCCTATAGTGAGT
C 0.4785 0.06645

rs4072568 ARNT2 15 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACTCCCACCAG
CAGCCCA

GAGTCGAGGTCATAT
CGTCACTCCCACCAG
CAGCCCG

TCAGACTGAAGTGTT
CCAGGTATCTGACTG
GATCGACTTCATCGG
GTCTGCCTATAGTGA
GTC 0.4031 1

rs4075274 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGGGAACAAG
AACATGTAAGTATCA

GAGTCGAGGTCATAT
CGTTGGGGAACAAG
AACATGTAAGTATCG

ACCTTTTCAACTGAT
TTAAGAAGAGTCCCT
GGAACCAACGACCT
GTGTCTGCCTATAGT
GAGTC 0.003022 0.5526

rs4144550 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCACAGCAGC
CACAAGCCTT

GAGTCGAGGTCATAT
CGTGGCACAGCAGC
CACAAGCCTC

CAAAGCTATGCACAG
TTCATACTGGACCAG
AGCACGGGTAGTTT
GTCTGCCTATAGTGA
GTC 0.8214 0.01342

rs4145403 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGACTATAAT
CTCTTTGAAAGTAAT
GACA

GAGTCGAGGTCATAT
CGTGTGGACTATAAT
CTCTTTGAAAGTAAT
GACG

GTCTTTTTCATATCC
ACCTCCCGCTGAAC
GTCAAATTGCAGGG
GTCTGCCTATAGTGA
GTC 0.9026 0.4526

rs4236625 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACCTGGACGCT
GAAGCATTTTCA

GAGTCGAGGTCATAT
CGTACCTGGACGCT
GAAGCATTTTCT

TCTTTATTAAGACAA
CTCCGTAAGACAACG
GTGTTTCCTACGGCG
AGGTCTGCCTATAGT
GAGTC 0.4418 0.8305

rs4310286 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACATTAGACAG
TGGAAAAACTTTGAT
GT

GAGTCGAGGTCATAT
CGTCACATTAGACAG
TGGAAAAACTTTGAT
GC

TTTTTGGGGTTTAGC
TTTATAATTCTCAATG
ACACGACGGCAACT
GGTCTGCCTATAGTG
AGTC 0.002736 0.3296



rs4358872 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTCAGACAG
CAACCACTGTTCAAA

GAGTCGAGGTCATAT
CGTGCTTCAGACAGC
AACCACTGTTCAAC

TCTGAGAGGTTGTTC
TACAAAGAGAAGCCG
TTGATCCACAGGTTG
GTCTGCCTATAGTGA
GTC 0.001402 0.9047

rs4361832 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCGCGTAAGCTC
GTGATGCCA

GAGTCGAGGTCATAT
CGTCGCGTAAGCTC
GTGATGCCG

ATGTGAGCCTCAAAA
TAGGAGTAGGTGCTA
ACTCAAACTGCGGGA
GTCTGCCTATAGTGA
GTC 0.5645 0.4541

rs4481204 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAACTCCATTTA
TCAAACTTCGCCAA

GAGTCGAGGTCATAT
CGTGAACTCCATTTA
TCAAACTTCGCCAG

ATTGCTCATACTCAT
TCCCTTCCGCCACAT
TCGGTGGAACATACG
TCTGCCTATAGTGAG
TC 0.3375 0.8154

rs4486281 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGAGCCATGG
CCATGCATAT

GAGTCGAGGTCATAT
CGTCAGAGCCATGG
CCATGCATAC

AAGGTGGCATATGGT
CTGGGCATACGGAA
CCAGGGATTGTAACG
TCTGCCTATAGTGAG
TC 0.1384 0.03095

rs4504715 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTTTATTTAGAT
AAATCAGGCAGATAG
GA

GAGTCGAGGTCATAT
CGTTTTTTATTTAGAT
AAATCAGGCAGATAG
GG

ATAGCTAGTCAGATA
TTAACCAAGCCTACT
GGGCTGTGCGGAAC
GACGTCTGCCTATAG
TGAGTC 0.4295 0.5714

rs453530 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCATTCCAAGA
GCATCCTAAATCCA

GAGTCGAGGTCATAT
CGTGCCATTCCAAGA
GCATCCTAAATCCG

CTCTTAGGGGAAGAC
AGAATGACAAGTTCG
CCAGGTCAGTGGAG
TCTGCCTATAGTGAG
TC 1 1

rs4567312 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTTACTGTTC
CCATCCACCTTCAT

GAGTCGAGGTCATAT
CGTGCTTTACTGTTC
CCATCCACCTTCAC

GAGCCTTCCTTGTAC
ATGAAGCGATGCCA
GTGGGTTATCCGAA
GTCTGCCTATAGTGA
GTC 0.6235 0.4754



rs4577902 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGGATGGGG
AAAGGGAGGAGA

GAGTCGAGGTCATAT
CGTGTTGGATGGGG
AAAGGGAGGAGG

GGGTGTATGGCGAA
GACTTTTACGCAAAG
AGGCGGTCTGATGG
TCTGCCTATAGTGAG
TC 0.5848 1

rs4578034 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGAGGACCTA
GATCTGCTCATATGG
A

GAGTCGAGGTCATAT
CGTCAGAGGACCTA
GATCTGCTCATATGG
G

TTTTGGGGGCTAAAA
TAAATGTAACCCATC
AAACCGTAAGTCTAG
GCGTCTGCCTATAGT
GAGTC 0.005134 0.8562

rs4655537 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCAATCCTGGA
TCTATGTAATGGATG
TA

GAGTCGAGGTCATAT
CGTGTCAATCCTGGA
TCTATGTAATGGATG
TG

ATTGATTGGATATCA
CTTTTTCAGGATCAT
GCGGGTGATAAATCC
GGTCTGCCTATAGTG
AGTC 0.3736 0.02896

rs4655802 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAAGCTGATG
CAGGTGGGATTA

GAGTCGAGGTCATAT
CGTGGAAGCTGATG
CAGGTGGGATTG

CTCCAGAGAAAGGAC
TGTTTTCTTCCGACC
AAGGCCAACTCGATG
TCTGCCTATAGTGAG
TC 0.8791 0.7081

rs4665287 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCCATACATTTA
GCAGCTTCAGAATA

GAGTCGAGGTCATAT
CGTCCCATACATTTA
GCAGCTTCAGAATG

TCATTGTATTATGCT
CAAGGAGTGGGAGC
ATGGACTCTATACGG
CGTCTGCCTATAGTG
AGTC 0.5353 0.7377

rs4665765 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGCCCGAGT
AGAATGGTGAAT

GAGTCGAGGTCATAT
CGTGTGGCCCGAGT
AGAATGGTGAAC

CCACTCATATGAAAT
GAACAGTTGTTGAAT
CAGCTCACGTTCGG
GGTCTGCCTATAGTG
AGTC 0.4554 0.5553

rs4665773 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGTATCTTGC
TTGGTGGATCGAA

GAGTCGAGGTCATAT
CGTGCTGTATCTTGC
TTGGTGGATCGAC

CTTGCTGAACTGTGA
ACTTAGTTTCTAGCA
ACGGGTAATTGTCG
GCGTCTGCCTATAGT
GAGTC 0.7219 0.8942



rs4665775 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGGCTTCCA
TTCTGGCAAA

GAGTCGAGGTCATAT
CGTGGGGGCTTCCA
TTCTGGCAAG

GGAGACAGGAAACA
AGCGCGCAGTCAAC
GACGTATTCCGAGTC
TGCCTATAGTGAGTC 0.6661 0.6613

rs4665778 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATCTGTCCGT
GGCAACGTGGT

GAGTCGAGGTCATAT
CGTGATCTGTCCGTG
GCAACGTGGA

CTCTCCTGCAGGGC
TTAGTTCCTAGAGGA
TTAGTCGAGCGCGT
CTGCCTATAGTGAGT
C 0.3806 0.7353

rs4690821 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCATCTGGGGA
GGAGCTGTATTCA

GAGTCGAGGTCATAT
CGTTCATCTGGGGA
GGAGCTGTATTCG

GAGCACTACCTAGAA
AACAAATCCCAATTC
ACCATGTATGCGCGA
TAGTCTGCCTATAGT
GAGTC 0.3774 0.06339

rs4691195 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTTGGGGGC
TCTCTCAAGCT

GAGTCGAGGTCATAT
CGTGTTTTGGGGGC
TCTCTCAAGCC

GCTTCATAGACTCGC
TAACCTTAACAGGCG
TGTCAGGACTACTGT
GTCTGCCTATAGTGA
GTC 0.5278 0.6502

rs4728090 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTTTAATTAG
GAAAGTGACTGGCA
GA

GAGTCGAGGTCATAT
CGTGGCTTTAATTAG
GAAAGTGACTGGCA
GG

GAAATCTAAGTCTTG
TCCCCTTGGAATCCC
GAGAAGGTCCTGCT
GTCTGCCTATAGTGA
GTC 0.9554 0.8394

rs4731405 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGGAAATTG
CACATTAAATACACA
TCAA

GAGTCGAGGTCATAT
CGTGCAGGAAATTGC
ACATTAAATACACAT
CAG

ATAGTATTGTTGGAT
ATTAAACATTTACTAT
GAGGTACGCCATCG
CATCGTCTGCCTATA
GTGAGTC 0.7349 0.6752

rs4731412 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGCTAAGAGAA
TTCATTGTCAGCAGA

GAGTCGAGGTCATAT
CGTAAGCTAAGAGAA
TTCATTGTCAGCAGG

AAGCATACAAAAAAT
GATAAAGGAGTGGTC
CTGCGGCGAAGCAT
AGTCTGCCTATAGTG
AGTC 0.7848 1



rs4731413 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAACTGGATTC
CCTACAATGTATCAT
T

GAGTCGAGGTCATAT
CGTGAAACTGGATTC
CCTACAATGTATCAT
C

ATAATACTGGGCATA
TAATAAAACAATGTT
GAAGCCAAGCCGCT
GTGGTCTGCCTATAG
TGAGTC 0.03759 0.5196

rs4731416 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACATCGGCCTCA
TTCTCTCCACT

GAGTCGAGGTCATAT
CGTACATCGGCCTCA
TTCTCTCCACC

CCCACTTCTTGGACC
ATCTTGGTCCAGTAG
CAGCTCCGCAGTCT
GCCTATAGTGAGTC 0.05186 0.5767

rs4731419 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTGGCATTTAG
CAGTCGGTTGTT

GAGTCGAGGTCATAT
CGTTCTGGCATTTAG
CAGTCGGTTGTC

GAAATCAGCCATGGA
GTTTTCACGGTATTG
TGGGCACAGGATGT
CTGCCTATAGTGAGT
C 0.6555 0.2646

rs4731424 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGGCCTTCC
CAGGGGCTT

GAGTCGAGGTCATAT
CGTGAGGGCCTTCC
CAGGGGCTG

CATTCTCGGCTCTGA
AGCAGTAGCCCAGG
TAGCGGAGCTTGTCT
GCCTATAGTGAGTC 0.1342 1

rs4731429 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTATTCTTAGA
CGGTGGCAAAAGTG
A

GAGTCGAGGTCATAT
CGTGTTATTCTTAGA
CGGTGGCAAAAGTG
G

CATCAAAAACTCCAG
TCCTATACTATACCG
GCCTAAGCACTCGCA
GTCTGCCTATAGTGA
GTC 0.5184 0.01147

rs4731430 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCTTTGGCAAC
CTGAATACTGAACA

GAGTCGAGGTCATAT
CGTTTCTTTGGCAAC
CTGAATACTGAACG

TTTCAGAGTAGTTTT
TCTCCCACGATTATC
CATAAGGTCGCCGAA
TGTCTGCCTATAGTG
AGTC 1.04E-289 5.12E-262

rs4839780 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACATTATTGGTGCC
GATGTCGCTCA

GAGTCGAGGTCATAT
CGTATTATTGGTGCC
GATGTCGCTCG

TGTTTGATCAGAAGC
AGCATATCTTCCGTA
CTGTTACAATGTGCG
CGTCTGCCTATAGTG
AGTC 0.8446 0.7687



rs4869133 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGGTTTTAAGT
GCATTTTCTTATCAA
GATA

GAGTCGAGGTCATAT
CGTGCGGTTTTAAGT
GCATTTTCTTATCAA
GATG

ATAGAGTTATATGGC
ATTCTTATGATGGGA
CATGCCGCTCCTGTA
ATGTCTGCCTATAGT
GAGTC 0.8787 1

rs4869134 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTACCATCTACC
AACTTTACCACAAAT

GAGTCGAGGTCATAT
CGTTTACCATCTACC
AACTTTACCACAAAC

GAGAAAAGTATCTAG
TATACACAAAGATCC
TGAGAAGGTGCGCC
ATACTGTCTGCCTAT
AGTGAGTC 0.7751 0.1324

rs4869285 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTTCTTTATG
CCAAAATTTCTGAAA
T

GAGTCGAGGTCATAT
CGTGTTTTCTTTATG
CCAAAATTTCTGAAA
A

TTTTTCTCAACTAGA
ATTATTTTCTCGACC
TCGTACCCTCAATCG
GGGGTCTGCCTATA
GTGAGTC 0.7654 0.7526

rs4877289 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCACGTCCTGT
GCTATGAAGGAAT

GAGTCGAGGTCATAT
CGTCCACGTCCTGT
GCTATGAAGGAAC

GTTCAACAGATAAAG
ATCCTGCTGTCAACT
ACACACTACGCGGCT
GTCTGCCTATAGTGA
GTC 0.6234 0.6237

rs4877293 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTGGATGCTT
TCTCTGAGCAGAA

GAGTCGAGGTCATAT
CGTGTCTGGATGCTT
TCTCTGAGCAGAC

ATACTGCTGTAAAAA
GTGGGTAGTTCAAAG
GTAGACCCGACACG
TTTGTCTGCCTATAG
TGAGTC 0.6874 0.6078

rs4877900 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGATGACAATA
GCTGGTTTCCAATCA

GAGTCGAGGTCATAT
CGTGGGATGACAATA
GCTGGTTTCCAATCG

TCACTTACCTGTTTC
CTACTGGATGTTGAC
CGAACCGCATACGG
GTCTGCCTATAGTGA
GTC 0.003078 0.596

rs5576 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCCTTTTCCT
ATTTTCAGCCCA

GAGTCGAGGTCATAT
CGTGGGCCTTTTCCT
ATTTTCAGCCCG

ATTTCATCGTGTAAA
ACGAGAATGCTGTAG
GGATCAACACGAGTC
GTCTGCCTATAGTGA
GTC 1 1



rs6232 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGAAATTGC
CATGCAAGCAA

GAGTCGAGGTCATAT
CGTGGAGAAATTGCC
ATGCAAGCAG

TAATCACAAATGCGG
GGTTCGCCTGCTTG
CACGCAAAGTTAGTC
TGCCTATAGTGAGTC 0.3158 1

rs6233 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTGTGAACAGA
CATGAAGTCCCAA

GAGTCGAGGTCATAT
CGTTGTGTGAACAGA
CATGAAGTCCCAG

TCTTAAAGCCATTAG
GAGATGTAACTGCAA
TACAGGACCGTTCGC
GTCTGCCTATAGTGA
GTC 0.07415 0.3345

rs6413506 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTTTGCTAGAG
AAGCACTTGGTGACT

GAGTCGAGGTCATAT
CGTGTTTTGCTAGAG
AAGCACTTGGTGACC

AACTATTTATAAGCC
CTTGTTCTTCCGTAA
CCCGGATGGCTCTC
AACGTCTGCCTATAG
TGAGTC 1 0.2271

rs6467165 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGGGCTCCGG
GCACCCAA

GAGTCGAGGTCATAT
CGTAAGGGCTCCGG
GCACCCAG

GAGAAATGTCCACAC
TTCCCTTGCGTTGCG
ACTACCGATACGTGT
CTGCCTATAGTGAGT
C 0.008684 0.04242

rs6536912 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACGAGTATGTT
TTTTTAACAGGAAAC
T

GAGTCGAGGTCATAT
CGTCACGAGTATGTT
TTTTTAACAGGAAAC
C

CACCCATTTTTAGTT
ATTTATATTATTATCT
GCCTGGGGACCGTT
ACGAGTCTGCCTATA
GTGAGTC 0.6366 0.1847

rs6536915 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGCCCACTAAA
ATGTGTAAGGCATA

GAGTCGAGGTCATAT
CGTCAGCCCACTAAA
ATGTGTAAGGCATG

ATTTTTATTATCCTTA
TGGTATAAATCAATC
CTTAGCACGCAGGG
ATCGGTCTGCCTATA
GTGAGTC 0.1445 0.57

rs6545976 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAATTGTCTAC
TTCTTCATGTGTCAG
TTTT

GAGTCGAGGTCATAT
CGTGCAATTGTCTAC
TTCTTCATGTGTCAG
TTTG

GTCAGATATGTATTT
CTAGGAATTTGACGC
CTCAGGATCGTCAGT
TGCGTCTGCCTATAG
TGAGTC 0.5315 0.719



rs6559823 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAACTGGCTG
AGAACTGGACCT

GAGTCGAGGTCATAT
CGTGGAACTGGCTG
AGAACTGGACCC

TGTCCTTGGAAATGT
CTGATTATGCGGTTG
CCCTGGCGTAATAGT
CTGCCTATAGTGAGT
C 0.6113 0.4984

rs6559836 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGACCTCCC
CAGTGCAAATAACT

GAGTCGAGGTCATAT
CGTGCAGACCTCCC
CAGTGCAAATAACC

TGGAGTCATGGTATG
TGAATCGGCCTCTAA
GTCGTAGCCCAACGT
CTGCCTATAGTGAGT
C 0.1964 0.5307

rs6559840 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAACAAGATGGT
AAAAACATCTGTGGA

GAGTCGAGGTCATAT
CGTAAACAAGATGGT
AAAAACATCTGTGGG

TGAGTCTATCTTTCT
ATTAATCAATCAGAC
CTGTACTCTCGCGCA
ATTCGTCTGCCTATA
GTGAGTC 0.04463 0.7623

rs6567166 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTATAGGTTGTA
GGCACTGTGGATTTA

GAGTCGAGGTCATAT
CGTTTATAGGTTGTA
GGCACTGTGGATTTG

AAAAAGAAAAGTCCT
TATTAAAAGCTGTTA
GCATCAGGTTCGTCT
AAGGGTCTGCCTATA
GTGAGTC 1 0.6852

rs6588153 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAATAAGAACA
TTCACACCCACTGTA
TTT

GAGTCGAGGTCATAT
CGTCAAATAAGAACA
TTCACACCCACTGTA
TTA

AAAAATTCTTCACATT
TCTTTAATTGTCGGT
ACTCTGAACAGGGGT
TGTCTGCCTATAGTG
AGTC 0.005252 0.0003096

rs6689460 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGGCTGAGAT
CCTGGCCAATAT

GAGTCGAGGTCATAT
CGTCTGGCTGAGAT
CCTGGCCAATAC

TCAAGATCCAACAAA
ATATTCCTCCGGAGC
GTAGATTGTGTGACA
GTCTGCCTATAGTGA
GTC 1 0.1345

rs6690625 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAAGTGGCC
AGTGGCTATCTT

GAGTCGAGGTCATAT
CGTGGCAAGTGGCC
AGTGGCTATCTG

TTGGACAACAAAGCT
CTATGGCTGACTGTA
CCGCTAATCGCCGG
TCTGCCTATAGTGAG
TC 0.9356 0.01622



rs6697315 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGCTTGTTGAG
TGAACAGGGAATT

GAGTCGAGGTCATAT
CGTTTGCTTGTTGAG
TGAACAGGGAATC

TAGAACTCAAATATA
CCCTGGTTGAGTCTT
ATCACTTCACGGGAT
CAAGTCTGCCTATAG
TGAGTC 0.9135 1

rs6704167 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAATTGATTTT
ATGCCTTATGCTTTT
TT

GAGTCGAGGTCATAT
CGTTGAATTGATTTT
ATGCCTTATGCTTTT
TA

AAAAAAACGGATGTT
TGGTAATAATAGCAG
GTTACGGTCGGACG
AGTCTGCCTATAGTG
AGTC 0.8813 0.4392

rs6713532 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGGGGATGGGA
CAAAAGAGGCA

GAGTCGAGGTCATAT
CGTAGGGGATGGGA
CAAAAGAGGCG

TGGCAAGATCTTAGA
TGCCGGTACAGCCT
GCTCCGTTTGAAGTC
TGCCTATAGTGAGTC 0.1899 0.07058

rs6810964 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGATCAAGAA
GCCACTACTGTTTTG
TA

GAGTCGAGGTCATAT
CGTGGGATCAAGAA
GCCACTACTGTTTTG
TG

CTATTTATTTGTGAAA
GAGAAGGAACACCG
ACTTAATTCCGAAGG
CCGTCTGCCTATAGT
GAGTC 0.1839 0.907

rs6811043 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCCCAGCCTC
CCGACCCT

GAGTCGAGGTCATAT
CGTGGCCCAGCCTC
CCGACCCC

ACTTTAAACACATCT
GGCTTAATTGGTAAC
ATCACGTTGGGCGG
AGTCTGCCTATAGTG
AGTC 0.166 0.2828

rs6815803 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTACTTAAGAA
CAGCAAAACCAGGAT
A

GAGTCGAGGTCATAT
CGTTTTACTTAAGAA
CAGCAAAACCAGGAT
G

GCGTATTTACAAGGT
GAGACATACGGCGG
AAGGTAGATCGTCCT
CGTCTGCCTATAGTG
AGTC 1 0.6543

rs6835167 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGATATGTAAG
TGGAGAACACCCCAA

GAGTCGAGGTCATAT
CGTGTGATATGTAAG
TGGAGAACACCCCA
G

CAGTCCCATCTTACT
TCCTCTATACTCAAG
TCTGCCCGAGTAACC
GTCTGCCTATAGTGA
GTC 0.03037 1



rs6835701 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCATATTTTA
CTGTCTTCATACTTC
AACA

GAGTCGAGGTCATAT
CGTGACCATATTTTA
CTGTCTTCATACTTC
AACG

AAATCAAATCAGCTT
TCAGATATCAATACT
AGCTCCCGGATGTTC
ACCGTCTGCCTATAG
TGAGTC 0.6943 0.9026

rs6841638 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTCCCCGTTAG
GGCCCAA

GAGTCGAGGTCATAT
CGTCTCCCCGTTAG
GGCCCAC

CAGAAGATGATGCAG
CCATTAGCGCGTACC
CTACGGTGGAAGTCT
GCCTATAGTGAGTC 0.9256 0.7608

rs6843002 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCCTCCATCA
CCTTTTATGAGCA

GAGTCGAGGTCATAT
CGTGCCCCTCCATCA
CCTTTTATGAGCG

CAAGGAGGTTAGAG
ATCTTCAGTTCTCGG
ACAGGAGCACGAGT
CGTCTGCCTATAGTG
AGTC 1 1

rs6850000 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAAATTGGCT
GCTACTCGCAACT

GAGTCGAGGTCATAT
CGTGTGAAATTGGCT
GCTACTCGCAACC

TCTTTCAATAGATTTT
TGCAGACTACTTCGG
GCGAACATGACAGC
GTCTGCCTATAGTGA
GTC 0.1789 0.141

rs6850689 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGTGTTGCTCC
TGATGTGATTAGAAG
A

GAGTCGAGGTCATAT
CGTGTGTGTTGCTCC
TGATGTGATTAGAAG
G

CTATGATCGTACGAG
GTTTATTAGTGGTGT
GCAATCACGAGTATC
TTGGTCTGCCTATAG
TGAGTC 0.8423 0.2346

rs6862567 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTTTCCTATGA
AGATGCATAACTAGA
CA

GAGTCGAGGTCATAT
CGTCCTTTCCTATGA
AGATGCATAACTAGA
CG

AGGATCATTATTCTT
ACAATCCAAATGCCA
TTCTGCTTAGCGCCA
AATGTCTGCCTATAG
TGAGTC 0.6781 1

rs6867747 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGAGTGCCCC
TGGTCTCCATTT

GAGTCGAGGTCATAT
CGTGAGAGTGCCCC
TGGTCTCCATTC

TACTGTGATGTTTCT
AAATTGCAGTCGCTC
TAATTGTCTGAGACT
CGGTCTGCCTATAGT
GAGTC 1 0.08003



rs6868555 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCACCGAGAA
GGCTCTTAATCCT

GAGTCGAGGTCATAT
CGTGCCACCGAGAA
GGCTCTTAATCCG

TGAGAAATCTTTATC
AATGAAGTCCTAGGC
AAGGGCGTCTTACC
GTGTCTGCCTATAGT
GAGTC 0.9218 0.3686

rs6873049 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGCAGTGCCA
GTCAGCTGAT

GAGTCGAGGTCATAT
CGTCTGCAGTGCCA
GTCAGCTGAC

GAAAAGAGGTGCCAA
CTGTGGCTGAATTGG
GCGAAGTCATCCGTC
TGCCTATAGTGAGTC 1 0.701

rs6873216 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAGGCTAACAA
TCCCCATGCTT

GAGTCGAGGTCATAT
CGTCAAGGCTAACAA
TCCCCATGCTC

TGATTATTTCTGAGA
GCTTACAGCTTCACA
TGCTGCGGGTAAACA
GCGTCTGCCTATAGT
GAGTC 1 0.8631

rs6879048 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGACTAAATTA
TGTAAAGCACTGAGA
ACT

GAGTCGAGGTCATAT
CGTTGGACTAAATTA
TGTAAAGCACTGAGA
ACA

TGCTTAGCCCATAGT
AAGTACTCCACTAAT
GACAGGCGGATGCG
TGTCTGCCTATAGTG
AGTC 0.9243 0.505

rs6892107 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGGATTAACAT
TTCATTTTCTTGGGT

GAGTCGAGGTCATAT
CGTCTGGATTAACAT
TTCATTTTCTTGGGC

TGCTAAATTAGTTGC
TTTTTTGAGGTTGTG
AAGGCCGGATTTCC
GTCTGCCTATAGTGA
GTC 1 0.6437

rs6901854 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGACAGGGT
CTCACTCTCCTCTTA

GAGTCGAGGTCATAT
CGTGGGGACAGGGT
CTCACTCTCCTCTTG

GATTATCACAGCATT
CTCAGACGCTCAGGT
AAACCCGATAAGTCG
GTCTGCCTATAGTGA
GTC 0.3237 0.7264

rs6903206 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTTGATTCTG
TTGACTTTGATCAAA

GAGTCGAGGTCATAT
CGTGGGTTGATTCTG
TTGACTTTGATCAAG

TGAGACCATGAACTG
AAATAGGACAACATC
GGTTTCGTTGATAGG
GGTCTGCCTATAGTG
AGTC 0.695 0.1931



rs6904508 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTGGGGTGTG
CCTGGAGGAT

GAGTCGAGGTCATAT
CGTGGTGGGGTGTG
CCTGGAGGAA

CATGGAGTAGCAAGA
AGGTCAGGGCTGGT
TAGTCGCACACGTAG
TCTGCCTATAGTGAG
TC 1 0.2852

rs6910391 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAATAAAAATAT
TGTTGGACCAAAGCA

GAGTCGAGGTCATAT
CGTAAATAAAAATATT
GTTGGACCAAAGCG

AGATATGCATTTTGA
ATTTAAAAAGCAACG
ATCCTACAGTATCCG
CGTCTGCCTATAGTG
AGTC 0.4046 0.7263

rs6926847 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTTTCCACTGTT
TGCGGATTACCA

GAGTCGAGGTCATAT
CGTCTTTCCACTGTT
TGCGGATTACCG

AGGGAATAAAGCATA
TTTGACAGACCGCGC
AACACTGGTGCTAAT
GTCTGCCTATAGTGA
GTC 1 0.3205

rs6938518 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTATCTGGTCT
CAAAGCCTGCAT

GAGTCGAGGTCATAT
CGTTCTATCTGGTCT
CAAAGCCTGCAC

TGAAACCATGATTTT
ACATTTCACTAGAAC
GTCAGACCGGCTTG
CGTCTGCCTATAGTG
AGTC 1 1

rs6956123 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTGGTCTTC
TACAGGTCAGGGCA

GAGTCGAGGTCATAT
CGTGGGTGGTCTTCT
ACAGGTCAGGGCG

TAGGGTGGCAGGAG
ACACATCGGGATGGT
CACAACATTTCGTGT
CTGCCTATAGTGAGT
C 0.4407 0.6192

rs6956519 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCAGCCCTTT
CTCGCCACATT

GAGTCGAGGTCATAT
CGTGACCAGCCCTTT
CTCGCCACATG

AAGCATCATTCACTG
TATTCTGTACAGACA
TATCTTGGTTCGCTC
GTGTCTGCCTATAGT
GAGTC 1 1

rs6957151 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCTCTCTCGA
TTTCTCTACTGGCTT
T

GAGTCGAGGTCATAT
CGTGTTCTCTCTCGA
TTTCTCTACTGGCTT
C

ATGCCTCTATTTTTG
TTTTTGCACTGGTTG
CCAATTCGTATCGCG
TCTGCCTATAGTGAG
TC 0.0937 0.1912



rs6976221 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGACACAAAAAC
ATAAGCAATAGAGGA
T

GAGTCGAGGTCATAT
CGTAGACACAAAAAC
ATAAGCAATAGAGGA
G

GAACTGGTAGATCAG
ACTACATTAACGAAC
CGGCGTAGCATCATT
CAGTCTGCCTATAGT
GAGTC 0.2444 0.9436

rs6976701 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCAACCCCC
ACTTTGTACGTAGA

GAGTCGAGGTCATAT
CGTGCCCAACCCCC
ACTTTGTACGTAGG

AATACGGAGTTGAGG
ATGGAGTCGTTACAT
CCATCGCAGCGACG
TCTGCCTATAGTGAG
TC 1 0.5296

rs7019128 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAACTCCCTTCC
CTTCCCAGTCTTT

GAGTCGAGGTCATAT
CGTGAACTCCCTTCC
CTTCCCAGTCTTC

CCTTTGAAAAGGTCA
ATGAGTATGTGGCAA
ATCAGATACGGTACT
TGTCTGCCTATAGTG
AGTC 0.5238 0.9139

rs7019212 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGGCCAGGGCA
GAACTCTAAAGT

GAGTCGAGGTCATAT
CGTAGGCCAGGGCA
GAACTCTAAAGG

TTAAAGAGATGTCAG
CAACAGATAACATTC
CTACCGTTGCCCGTA
GGTCTGCCTATAGTG
AGTC 0.05584 0.102

rs7020467 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGTTCGTGTT
GAACCAAGAAAATAG
A

GAGTCGAGGTCATAT
CGTGTTGTTCGTGTT
GAACCAAGAAAATAG
G

TGGTAGTAATTCTAC
TTTGTTAACACTAGG
GTTCGGGTTCAGACA
CCGGTCTGCCTATAG
TGAGTC 1 0.7413

rs7036165 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTTGCTAAAC
TCTAAAGGAAAACCA
T

GAGTCGAGGTCATAT
CGTGCTTTGCTAAAC
TCTAAAGGAAAACCA
C

GGACAATAAACACTA
AGGACACACTATGGA
CTTATTCGGTAGCTG
CAGTCTGCCTATAGT
GAGTC 0.8117 1

rs7039171 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCATGAACCA
GAAAGTGTACATGGA

GAGTCGAGGTCATAT
CGTGTTCATGAACCA
GAAAGTGTACATGGG

ACTGAGTGGAGATTA
GAAGTGATGTCGAGT
CTACATGATCGGCAC
TCGTCTGCCTATAGT
GAGTC 1 0.5641



rs7039299 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGATTTGTTGTG
AGGAAGAAACCTGA

GAGTCGAGGTCATAT
CGTTGATTTGTTGTG
AGGAAGAAACCTGG

GCCTTTGTTAGCATT
TTCTGATGCATCGGA
ATCTCCCAGTCAGAG
TCTGCCTATAGTGAG
TC 0.6874 0.3715

rs7045882 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAATACCCTTCC
AGATTGCTATGACAA

GAGTCGAGGTCATAT
CGTGAATACCCTTCC
AGATTGCTATGACAG

TGGTAAGTCCTGTAA
ATCTCAGCGATCTAG
GAAGCGGTGCTCTC
AGTCTGCCTATAGTG
AGTC 0.6483 0.6586

rs7048015 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGAGAAGAAAAC
TCCCCCAGATGAA

GAGTCGAGGTCATAT
CGTAGAGAAGAAAAC
TCCCCCAGATGAC

TTCGTGATTCTTATC
ACAGGAAACCAGATC
ATTGCCGTTCGGTG
GTCTGCCTATAGTGA
GTC 0.4611 0.8603

rs7048278 NTRK2 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAAATAAGTCA
AAGGCCATATAACAC
T

GAGTCGAGGTCATAT
CGTGCAAATAAGTCA
AAGGCCATATAACAC
C

TTATCACTTTTGTTAA
GCCTTTTTATTCCCA
CTCGTTGGCATGAG
CGTCTGCCTATAGTG
AGTC 0.3038 0.9059

rs7124442 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTAAGGAATGC
TTGGAATATCTGCTA

GAGTCGAGGTCATAT
CGTTGTAAGGAATGC
TTGGAATATCTGCTG

ATGTCAACTTTATGC
AGCTTCTCCCATTGT
GGCGTCGATGAAGG
TCTGCCTATAGTGAG
TC 0.2682 0.6399

rs7126752 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGCTGATCACCT
GCTCTCACTCTAT

GAGTCGAGGTCATAT
CGTTGCTGATCACCT
GCTCTCACTCTAC

ATGCAGAGAAGCTTT
CACTTTTGTGCTGTG
AGACGATACGGATTC
GTCTGCCTATAGTGA
GTC 1 1

rs7130131 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAAATCCCCAT
CCACATTATTTCTA

GAGTCGAGGTCATAT
CGTTGAAATCCCCAT
CCACATTATTTCTG

CTCTCTAGTGGCACT
TAGTGTTTTTAGGTG
TTCGGGTTGCCCAG
AAGTCTGCCTATAGT
GAGTC 1 0.1375



rs714378 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGCAAAAGGTT
TTTATAATGAAATGTA

GAGTCGAGGTCATAT
CGTCAGCAAAAGGTT
TTTATAATGAAATGT
G

TGTAATCACTACCAA
AGTGAAACTAACCGC
CGCGATGTTAAGTCC
TGTCTGCCTATAGTG
AGTC 0.9385 0.08525

rs716893 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCCTGTTTTGG
AGGCTTATTATCTCT
A

GAGTCGAGGTCATAT
CGTGTCCTGTTTTGG
AGGCTTATTATCTCT
G

TTTTACTCTTCAATAA
TTGTGTTCAAACCGA
CGCATTCCAGTGGTA
GGTCTGCCTATAGTG
AGTC 0.5863 0.05715

rs7227255 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAACTTTGGA
GCATAGATCACCAT

GAGTCGAGGTCATAT
CGTGGAACTTTGGA
GCATAGATCACCAC

ATATTGGCCTTCTGT
ATGCTAACGAAACTT
CGTCCAAGCTGTGA
GATGTCTGCCTATAG
TGAGTC 0.4067 0.09984

rs7235242 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGAGCTCAAG
CAAGAGAAGAAACAT
CA

GAGTCGAGGTCATAT
CGTGCGAGCTCAAG
CAAGAGAAGAAACAT
CC

ACATCCTTAACTTCC
CTTTTGATGGTGCAT
ACAGAACCGCGTCTC
GTCTGCCTATAGTGA
GTC 1 0.6175

rs7236127 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGGGGCCTG
GACAACAAAATA

GAGTCGAGGTCATAT
CGTGCTGGGGCCTG
GACAACAAAATG

CTCCATTTTCTCATTT
ATAAAATGTGCAGGA
CCGAACCTAGTATTC
GTCTGCCTATAGTGA
GTC 1 0.8423

rs7241490 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAATATGAAAC
ATGAGAGGAAGAGC
A

GAGTCGAGGTCATAT
CGTGAAATATGAAAC
ATGAGAGGAAGAGC
C

ATTTTCAGTAAAATG
TTGAAGCCACCGTCA
ACCTGCTTATGGTGA
TCGTCTGCCTATAGT
GAGTC 1 0.8375

rs7243356 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCGTTGAGGTG
AGGTATTTTAGGAAG
TA

GAGTCGAGGTCATAT
CGTTCGTTGAGGTGA
GGTATTTTAGGAAGT
T

CATATTGATGGGTTT
TAACTACTGGTTGTC
CATACAAGCCGGAGA
CGTCTGCCTATAGTG
AGTC 1 0.2684



rs727155 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGATGCATCCT
TGAAGAGGCCTT

GAGTCGAGGTCATAT
CGTGAGATGCATCCT
TGAAGAGGCCTC

ACAGAACCTAGGCCA
ATTCAATGGATGTCA
GCGGATCACGCGTC
TGCCTATAGTGAGTC 0.666 0.1669

rs729699 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAAACCAAGAC
TTTTTTTCCCAGTT

GAGTCGAGGTCATAT
CGTCAAAACCAAGAC
TTTTTTTCCCAGTG

GCTATAAGCGAGCTC
AATAAATTTGAGTCG
AAGATAGCCAATCAC
GGTCTGCCTATAGTG
AGTC 0.07908 2.61E-11

rs7364510 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGGATGTTAAG
GCTGTTTGCAT

GAGTCGAGGTCATAT
CGTTGGGATGTTAAG
GCTGTTTGCAC

TAGTGTGAAAATTGA
TATGTTTAGGGCCTA
CCGATTGTAAGACCA
TGCGTCTGCCTATAG
TGAGTC 0.9206 0.004112

rs7413823 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCAGTTCAACA
AATGATTTGGCTT

GAGTCGAGGTCATAT
CGTTTCAGTTCAACA
AATGATTTGGCTC

TTTTTAACTCACCTG
GTCTCCTTTCCCGAT
ACCGATTGCATCCGG
TCTGCCTATAGTGAG
TC 0.7066 0.3215

rs7441041 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACTATGTGCCA
GACCCTGGGAT

GAGTCGAGGTCATAT
CGTGACTATGTGCCA
GACCCTGGGAC

GCAGTGAAAAACAGG
GTAAGACATGCCTAT
TGACGTGAGGCGGT
CTGCCTATAGTGAGT
C 0.212 0.8884

rs7529650 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCCCAGCTAA
ATGTTTGTATTTTTGT
AT

GAGTCGAGGTCATAT
CGTGGCCCAGCTAA
ATGTTTGTATTTTTGT
AC

CACTATGTTGTCTAA
GCTGGTTTGATATTA
GCGAAGGTTGCTCC
GGGTCTGCCTATAGT
GAGTC 0.8767 0.1928

rs7531110 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTGGGTGTATT
TAACCAATAGCAGTA

GAGTCGAGGTCATAT
CGTTGTGGGTGTATT
TAACCAATAGCAGTC

TTTCCAATCAGTTTG
TCTTAAAGCATGGTA
CGCCAATCTAATGGT
GAGTCTGCCTATAGT
GAGTC 0.7557 0.5141



rs7535099 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACCAAATTGGT
GCCACCTAATTTT

GAGTCGAGGTCATAT
CGTCACCAAATTGGT
GCCACCTAATTTC

TGATTGTAATGTAAA
CTGACAGCGCTAATG
GCGAGCGGTTCAAT
CGTCTGCCTATAGTG
AGTC 0.8874 0.5513

rs7555955 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGAAGTGATTT
ACAGGCAGGAGTAA

GAGTCGAGGTCATAT
CGTGGGAAGTGATTT
ACAGGCAGGAGTAG

ATGTGGAATACAGAA
TAATTTGACTTAGGA
ACGGCCTGGAGCTG
ATGTCTGCCTATAGT
GAGTC 0.6026 0.9229

rs7589318 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCCTGTTTTC
CTGGTGTGCCA

GAGTCGAGGTCATAT
CGTGTTCCTGTTTTC
CTGGTGTGCCG

CTGTGTCTCTGTGTA
ATGAGGATAAAGTCG
CTTTACGGAGACACA
GGGTCTGCCTATAGT
GAGTC 0.1819 0.902

rs7661960 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAACACGAGGG
GGTAGGATGGT

GAGTCGAGGTCATAT
CGTCAACACGAGGG
GGTAGGATGGC

ACAAAAACAGATTAC
TCACTTACAGTGACC
TCAAGGAAGCGGCG
ATTGTCTGCCTATAG
TGAGTC 0.4252 0.3811

rs7666366 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCCTCTTGAG
GCACTATAATCCTGA
AAT

GAGTCGAGGTCATAT
CGTGTCCTCTTGAGG
CACTATAATCCTGAA
AC

ATCAATAGCATAAGC
CTTAAAGAAGTCAAG
GCAGTATCGGCATCT
GGTCTGCCTATAGTG
AGTC 0.1764 0.5544

rs7692951 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTAGACTGGG
TATTCCTTAGATGGC
A

GAGTCGAGGTCATAT
CGTGCTAGACTGGG
TATTCCTTAGATGGC
G

AATTATGCATTGTGT
AATTCTGCCCGGAGA
TGACTGGTTCCGAC
GGTCTGCCTATAGTG
AGTC 0.3036 0.3798

rs7699952 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGTTCCCCCA
CACATAAACCCT

GAGTCGAGGTCATAT
CGTGATGTTCCCCCA
CACATAAACCCG

CTCCACTCAGGAAG
GCAGCCCGATGCGA
ATTTTATGCACCTAG
TCTGCCTATAGTGAG
TC 0.008402 0.2055



rs7729742 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCGTTCATGCA
GCTTTCCCA

GAGTCGAGGTCATAT
CGTGCGTTCATGCA
GCTTTCCCT

GGGTTTACATCTGGT
GTAACCTACCGTTTG
ACCTGGGAGTTACTG
GTCTGCCTATAGTGA
GTC 0.9553 1

rs7746743 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTTGGCCTTCA
GTTTCATGAAGAAA

GAGTCGAGGTCATAT
CGTGCTTGGCCTTCA
GTTTCATGAAGAAT

CTCCATCTATATAAC
TAATGCTGTTTAATAT
GTCCTAGCGCGATG
ACCAGGTCTGCCTAT
AGTGAGTC 0.2354 0.5962

rs7747189 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGGTCAAGGTTC
TGACGCAGAAT

GAGTCGAGGTCATAT
CGTAGGTCAAGGTTC
TGACGCAGAAC

TACATTTTTCTCAAG
CTCATGCCCATTGGC
TGTATCGACACGGAG
TCTGCCTATAGTGAG
TC 0.8072 0.3789

rs7749859 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTCAGGTTTG
GAGAGCCAGGCA

GAGTCGAGGTCATAT
CGTGCTCAGGTTTG
GAGAGCCAGGCG

AGGTTTGGAGTTCCA
GTGAAGACCCTCGTT
TGTGGGCTACACAGT
CTGCCTATAGTGAGT
C 1 0.441

rs7751185 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTGGATATAAA
AAATGGCCCTTAA

GAGTCGAGGTCATAT
CGTTTTGGATATAAA
AAATGGCCCTTAG

AAAGTTTGTCCTCAG
AACCCAGGGCGCTT
GCAGGTATGTCATGT
CTGCCTATAGTGAGT
C 0.3221 0.846

rs7773043 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGTCAGAGACCA
CTGCACTGGAAA

GAGTCGAGGTCATAT
CGTAGTCAGAGACCA
CTGCACTGGAAG

GGAAAACTAAACAAG
GATAAAAATGTTGCA
CCATACATCGAAGTG
AGAGTCTGCCTATAG
TGAGTC 0.4902 0.08768

rs7778167 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAGGCAGGGAA
GCAAGCAGA

GAGTCGAGGTCATAT
CGTCAGGCAGGGAA
GCAAGCAGG

GGAAGGAACCAGATA
AATCATCGTCATCCC
GCATTGGTCAACGG
GTCTGCCTATAGTGA
GTC 0.8547 0.5696



rs7782257 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCTACCCCTT
GGTTTCCACA

GAGTCGAGGTCATAT
CGTGCCCTACCCCTT
GGTTTCCACG

GACCCATAAAGTCTA
CTCATTTTCTGACTG
TCAGGTTTTCCGCAT
ACGGTCTGCCTATAG
TGAGTC 1 0.3657

rs7788818 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCACCTTGG
GTGGTGTAATACACA

GAGTCGAGGTCATAT
CGTGCCCACCTTGG
GTGGTGTAATACACG

GTAGTAACCACGGA
GGTGTCAGATGCGG
GCGATGCTATACTTG
GTCTGCCTATAGTGA
GTC 0.6773 0.2629

rs7791621 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACTTGGAGTTT
TCTATGACTGGGGA

GAGTCGAGGTCATAT
CGTGACTTGGAGTTT
TCTATGACTGGGGC

GAACGGAAGACAAG
ATATTGGAATAGACC
GAGTCGATGTGGCG
GTCTGCCTATAGTGA
GTC 1 0.339

rs7795794 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGCTTTAAGGAA
GCATCTTGCCA

GAGTCGAGGTCATAT
CGTTGCTTTAAGGAA
GCATCTTGCCG

GAGACACAAAGCTAA
CAAGAGTGCGCTGG
AGAACTATCCGCACC
TGTCTGCCTATAGTG
AGTC 0.831 0.1604

rs7798338 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGTTTATTCTT
GTTGTATAAGTACCC
AT

GAGTCGAGGTCATAT
CGTTTGTTTATTCTT
GTTGTATAAGTACCC
AC

TAATATCCTCAATTTT
GCCTTGCGTACAACT
AGGTCATCGTCGTG
GTCTGCCTATAGTGA
GTC 1 0.4812

rs7802530 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTTGGAAGC
CAGCCTGGAAA

GAGTCGAGGTCATAT
CGTGGGTTGGAAGC
CAGCCTGGAAC

CCTGAAGAAACAAAT
GACAGCCGTGTAGA
AACGAACCTGGTGC
GTCTGCCTATAGTGA
GTC 1 0.09462

rs7804281 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTAGGTGCCTA
GGAAGCTCTGCAA

GAGTCGAGGTCATAT
CGTGTAGGTGCCTA
GGAAGCTCTGCAG

CTGCTTACTGTCTCT
CAGCCGTTACCAAG
GGCGCGTCATTGGG
TCTGCCTATAGTGAG
TC 1 0.5685



rs7816 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCATTGTTAAAAC
AGCACTAAAAATAAA
AA

GAGTCGAGGTCATAT
CGTCATTGTTAAAAC
AGCACTAAAAATAAA
AT

TTTTAAAATGATTATC
CATTATTTACAGATT
CAATGGGCCGGGTA
ACGTGTCTGCCTATA
GTGAGTC 0.4571 0.07118

rs7855888 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAAGCTTCTCT
ATGCCTGACATGGTA

GAGTCGAGGTCATAT
CGTGGAAGCTTCTCT
ATGCCTGACATGGTG

AGACACTCAATAAAA
TAACAAGTAACAATG
TCGTACTTTTGCCGT
ACCCAGGTCTGCCTA
TAGTGAGTC 0.6403 0.3787

rs7857558 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGGTGATTCAAG
AAAGATTAATTCAGA
CA

GAGTCGAGGTCATAT
CGTTGGTGATTCAAG
AAAGATTAATTCAGA
CG

AGACGGCAAAGTACT
ATTAATAATTCCAGG
GCTGAATGGTTCTCG
ATGTCTGCCTATAGT
GAGTC 1 0.5345

rs7858142 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTTTGATTAT
AACTCAGTGCAAAGG
GA

GAGTCGAGGTCATAT
CGTGTCTTTGATTAT
AACTCAGTGCAAAGG
GG

CAATTTCACTAAAAA
AACAAAGGCCAAACG
CGAGCATCTATTGCG
GTCTGCCTATAGTGA
GTC 0.3703 0.2611

rs7864264 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGCCTAGCTT
CCAGCACCAT

GAGTCGAGGTCATAT
CGTGCAGCCTAGCTT
CCAGCACCAC

GGGACTGAATCCAA
GTACTCTCCCCACTT
ACGTCGCATGGGAC
TGTCTGCCTATAGTG
AGTC 0.005706 0.9511

rs7864328 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGGCTCCTC
CAGAACTGTAGCA

GAGTCGAGGTCATAT
CGTGAGGGCTCCTC
CAGAACTGTAGCG

GATACTGCCTGGAGT
ACATATTGTGAAGAG
TTTGCATTCGTAGGC
ACGTCTGCCTATAGT
GAGTC 0.3794 0.8409

rs7868500 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCAACATCTA
ACGTAATCATGGATC
T

GAGTCGAGGTCATAT
CGTGAGCAACATCTA
ACGTAATCATGGATC
C

TGCTATACCAAATTT
GGTTCTCGGATCTCT
CATGGACGCAGTTG
GTCTGCCTATAGTGA
GTC 1 1



rs7870666 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAACAATGCTTC
TAGGGGTTCCTAGAA

GAGTCGAGGTCATAT
CGTGAACAATGCTTC
TAGGGGTTCCTAGAT

CTCCAGACTAAGTGT
TGACCTAGTGAAGAC
GGATTCCCTTGTCGT
GGTCTGCCTATAGTG
AGTC 0.5805 0.3511

rs7873079 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTAATAAACTC
CATTAGCTTCCCT

GAGTCGAGGTCATAT
CGTGCTAATAAACTC
CATTAGCTTCCCC

AATTGTATAAGTCAT
ACCTTTTTATGGACT
CGCGTGACTCAGGG
TGAAGGTCTGCCTAT
AGTGAGTC 1 1

rs7873546 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGACAAGCAATG
AATGTAATTTAAATTT
AT

GAGTCGAGGTCATAT
CGTTGACAAGCAATG
AATGTAATTTAAATTT
AG

CTATAGAAAGTAATT
GAAATATGCACGAGC
GCATGACGTTTACCT
CTGGTCTGCCTATAG
TGAGTC 1 0.619

rs7883 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGCAGCTGC
CTACAAGACTGT

GAGTCGAGGTCATAT
CGTGTGGCAGCTGC
CTACAAGACTGC

TTAATATATTTTCTGA
GAGCACCGTGGCTA
CCTCGGGGCAACTA
CGGTCTGCCTATAGT
GAGTC 0.795 0.9445

rs791595 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCCCCCAGG
GCAGCTGTA

GAGTCGAGGTCATAT
CGTGACCCCCCAGG
GCAGCTGTG

CCACAGAATTGAGGC
ATAATTACACGCCCA
TCTGAGTATTCGCGT
CTGCCTATAGTGAGT
C 0.06927 0.7127

rs791604 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAGGTGCTG
CTTTTGGGGAT

GAGTCGAGGTCATAT
CGTGAAAGGTGCTG
CTTTTGGGGAC

TGAAAAAGAAGATGC
CAGGGCGCAATTCC
CTCGATCTTACGGTC
TGCCTATAGTGAGTC 1 0.4536

rs791608 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGCCCCGTT
ACCCATACTCCA

GAGTCGAGGTCATAT
CGTGCTGCCCCGTT
ACCCATACTCCG

TCTTCCTTGATGCAT
GGTTAAGTGCTGCAT
GTACTCGGGTAAGG
TCTGCCTATAGTGAG
TC 0.7266 0.9359



rs791612 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGCAGCCCC
CTGGCAGAT

GAGTCGAGGTCATAT
CGTGATGCAGCCCC
CTGGCAGAC

ATTGCTATCACAGCC
ACATTTTGATGTTAG
AGCCCGAATCCACG
GTCTGCCTATAGTGA
GTC 1 0.4202

rs7939428 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACCTTTCCCTG
CTCTCCTGCAT

GAGTCGAGGTCATAT
CGTGACCTTTCCCTG
CTCTCCTGCAC

TATCCCAGGGTCCAC
TTTTATTGGGACAGA
ACGTAAATCCTCCGG
TCTGCCTATAGTGAG
TC 0.02697 0.8289

rs8083286 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTATCTTTTTTTT
GGGGGGGGGA

GAGTCGAGGTCATAT
CGTGTATCTTTTTTTT
GGGGGGGGGG

AACATCTAGTTATAG
TAATAGGACTTGATT
GGGAACTCACCCGG
TCACAGTCTGCCTAT
AGTGAGTC 0.3293 0.001046

rs8093815 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTGGAGCCCC
ACCAGCTCTAGT

GAGTCGAGGTCATAT
CGTGTTGGAGCCCC
ACCAGCTCTAGC

GGATTGTTATTGTAT
CAATTGGGGTACCAG
TGTTTCGACGGGCTA
GTCTGCCTATAGTGA
GTC 0.1397 0.4784

rs8094302 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTAGCTCTGATG
GAGTTAATATTCTAA
CA

GAGTCGAGGTCATAT
CGTTTAGCTCTGATG
GAGTTAATATTCTAA
CG

ATCCTCAGAAATAAC
ATACTTTAATCTGAC
ATATTGCGCTTGGAT
GCGGTCTGCCTATA
GTGAGTC 1 0.6133

rs874476 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACTATTTTTAG
GGAGAAATAACATTG
GT

GAGTCGAGGTCATAT
CGTGACTATTTTTAG
GGAGAAATAACATTG
GC

TGTCACCCTAATTAT
ATCATAGAATCGTGC
TCTGAGACGGCAAA
GATTCGTCTGCCTAT
AGTGAGTC 0.7406 0.2579

rs896178 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAGCTCGGC
CCAGACGA

GAGTCGAGGTCATAT
CGTGGCAGCTCGGC
CCAGACGC

GCCATCATTCCTCCT
TGCCAGGCTCCCAG
TTGTCAGCGACGTCT
GCCTATAGTGAGTC 0.8822 0.299



rs896181 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAAAACCAG
AGAAGCCATGCTT

GAGTCGAGGTCATAT
CGTGGCAAAACCAGA
GAAGCCATGCTC

TATCCACAAGCAAAC
TTCTCTGCCGTGAAA
GACGCTAAAGATGTG
TGTCTGCCTATAGTG
AGTC 1 0.445

rs925946 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTTTACACCTG
CATAGTCAACAGTGA
T

GAGTCGAGGTCATAT
CGTCCTTTACACCTG
CATAGTCAACAGTGA
G

AAAGACAGCATTTCT
GTCTCTCTGTCGGAG
TCGCTCAGTGATACG
TCTGCCTATAGTGAG
TC 0.3389 0.8815

rs9314735 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACAGAATATGG
GATCATAATTAGTTC
AT

GAGTCGAGGTCATAT
CGTCACAGAATATGG
GATCATAATTAGTTC
AC

ACCATTCTATGGTTA
TTTCAAAATCGACTA
CGACGATGCTGCTG
ACGTCTGCCTATAGT
GAGTC 0.8356 1

rs9322026 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCACTTCAAAAA
GACCAATCCATCTCT

GAGTCGAGGTCATAT
CGTGCACTTCAAAAA
GACCAATCCATCTCC

CTCTGTAAAACGTTA
ATACCCTTCCTGAGG
TGAACCGTGTCATGC
TGTCTGCCTATAGTG
AGTC 0.3414 0.8009

rs9322060 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGGGTGGGA
CACACTGGAAA

GAGTCGAGGTCATAT
CGTGAGGGGTGGGA
CACACTGGAAG

ATAGCAGACAAGCAT
TGGTTCCAGCGTTAT
GAGACCGATGGGCG
TCTGCCTATAGTGAG
TC 1 0.807

rs934778 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGTTCCCATTG
TACCCTGCCA

GAGTCGAGGTCATAT
CGTCTGTTCCCATTG
TACCCTGCCG

TGATCTATTCAAGTA
CACAGCCCGGTCTTA
CCTGGCACGCAATTG
TCTGCCTATAGTGAG
TC 0.4571 0.4091

rs9373504 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTGACAAAGGT
CTTAAAAGATTCTCT
TT

GAGTCGAGGTCATAT
CGTTGTGACAAAGGT
CTTAAAAGATTCTCT
TC

ATTTTTGATTTACAGA
CTTTTGAAGCGTAAA
TGACTCGATCCAACT
TGCGTCTGCCTATAG
TGAGTC 0.2764 0.7726



rs9375688 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGGTGCACTC
CAGGCACAAT

GAGTCGAGGTCATAT
CGTGTGGTGCACTC
CAGGCACAAC

TGTCTAATTTGCAAT
TTCTCTTTAGCTTAG
GGCGGGGACTCATT
CGTCTGCCTATAGTG
AGTC 0.7621 0.3874

rs9375689 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAACCTATGAGA
GGATGTTTGGAAATC
T

GAGTCGAGGTCATAT
CGTCAACCTATGAGA
GGATGTTTGGAAATC
C

GTCCCTTTTCTCAAC
AAAAGAAATCCGGCA
TTTGAATAGCACGTA
GGTCTGCCTATAGTG
AGTC 0.6317 0.4135

rs9375711 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAATTGTAGAAA
TTGTGTTCAGTTTTA
GAA

GAGTCGAGGTCATAT
CGTGAATTGTAGAAA
TTGTGTTCAGTTTTA
GAT

TGCTAATTTTACTAG
TTTATTTCTCTTCCCA
CAATGTTATGCGGTG
AATCGGTCTGCCTAT
AGTGAGTC 0.9092 0.8465

rs9376948 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGCTATCCTTA
TTTTTGTTCTTCTTCT
TGT

GAGTCGAGGTCATAT
CGTGGGCTATCCTTA
TTTTTGTTCTTCTTCT
TGC

TTTTTTAAATTGAGA
GACTGAAGCGTCATT
CGTCCGGGTAGCAG
AAGTCTGCCTATAGT
GAGTC 0.288 0.1701

rs9386144 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAAAATCTATTG
CAGTATGGCCAGAAT

GAGTCGAGGTCATAT
CGTGAAAATCTATTG
CAGTATGGCCAGAAC

CTTTTTAAGGTAAATT
CTTTATTGCTTTCGC
ACGAGGTGATATGC
GTGGTCTGCCTATAG
TGAGTC 1 1

rs9390332 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTGAACCTGA
GGAGCCCTTTGA

GAGTCGAGGTCATAT
CGTCCTGAACCTGAG
GAGCCCTTTGT

GATGAAGTCTCTAGG
GTTCACTTCATGGGT
AGTGCTATCGACGG
CGTCTGCCTATAGTG
AGTC 0.2553 0.574

rs9403683 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCTATTAATT
TGCTCATCGTGCCTT

GAGTCGAGGTCATAT
CGTGTTCTATTAATT
TGCTCATCGTGCCTG

CCATTATTAGTATTA
GTAATGGCATTAATG
GCTGCGCTTGATCCA
ACGGTCTGCCTATAG
TGAGTC 0.3491 0.4837



rs9403695 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTGTGCCAGCC
GTGTGTGTGT

GAGTCGAGGTCATAT
CGTCTGTGCCAGCC
GTGTGTGTGG

GGCTCCAGGTTGGA
GATACTGGTCCAAGT
GTAGCAACGATGAG
GTCTGCCTATAGTGA
GTC 1 1

rs9403718 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGAGGTTTTG
TAATGCTGACTGAAG
AT

GAGTCGAGGTCATAT
CGTGGGAGGTTTTGT
AATGCTGACTGAAGA
C

AGATGAAATAATCTG
AAATACATGAGATCT
CAGCATCGCCTAGCA
ACGTCTGCCTATAGT
GAGTC 0.2884 0.2527

rs9403728 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTCTCTGGTT
GCCATGGTAATCATT

GAGTCGAGGTCATAT
CGTGGTCTCTGGTTG
CCATGGTAATCATG

AATCCACGGGTATTA
GGAACTTTATCTCCA
CACCACGAGGCGTG
TCTGCCTATAGTGAG
TC 0.9571 0.8315

rs9403740 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCAAAATCTGA
CCAAATAGTCTGGGA
A

GAGTCGAGGTCATAT
CGTGTCAAAATCTGA
CCAAATAGTCTGGGA
G

AGATAAGCCATTTAA
TTCCAACAGTGCATC
TGATGATCGCGGAA
GGTCTGCCTATAGTG
AGTC 0.9569 0.2174

rs9436298 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACCAGTGAGTTA
GTGGAGCCCAGT

GAGTCGAGGTCATAT
CGTACCAGTGAGTTA
GTGGAGCCCAGA

TATGAACACAGTCCC
TTTGTGCGACGGATT
GCGTGTTAATCGGGT
CTGCCTATAGTGAGT
C 0.1649 0.6713

rs9436299 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCAGCGAGAA
ATGAGGATAATAATA
CCT

GAGTCGAGGTCATAT
CGTGCCAGCGAGAA
ATGAGGATAATAATA
CCG

ATTACATTCCAAAAG
CTAGAATAAAGAGCC
GCTGTCATATCTGCA
CGGTCTGCCTATAGT
GAGTC 0.5974 0.9278

rs9436302 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGCCCATAT
CAAATGCCAGTT

GAGTCGAGGTCATAT
CGTGAGGCCCATATC
AAATGCCAGTC

GAATTTCTCTCTTCT
TGGTGCTGTCGCGG
TAAAGGGTTCTCTAT
GGTCTGCCTATAGTG
AGTC 1 0.35



rs9436303 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCTTTCTTTTAGC
TCTACCACACTGGAT

GAGTCGAGGTCATAT
CGTCTTTCTTTTAGC
TCTACCACACTGGAC

CTTCTTTATTCTATAT
ACTGCATTCTTTGTC
ACGCGATACCTCTTA
GAGAAGTCTGCCTAT
AGTGAGTC 0.7342 0.3278

rs9436738 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACCGCAAAGGG
ATGGCAGCA

GAGTCGAGGTCATAT
CGTACCGCAAAGGG
ATGGCAGCG

TGATATATATAGTTG
AAAGATCACTGTTCG
GTCGTTCGCCTGACA
CTAAGTCTGCCTATA
GTGAGTC 0.2807 0.1553

rs9436742 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCAAGCCTATA
ATATTTAGGCAGTTC
CTT

GAGTCGAGGTCATAT
CGTGTCAAGCCTATA
ATATTTAGGCAGTTC
CTC

AATTTATGAAAAGTG
TTCTCAGAATAACTA
CCTTGACCGGAACAC
CTGGTCTGCCTATAG
TGAGTC 1 0.3959

rs9436747 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCACAAAACCATT
AATATTATGGGGTTC
TT

GAGTCGAGGTCATAT
CGTCACAAAACCATT
AATATTATGGGGTTC
TC

TCAATATTTCTATGCT
TAATTTTAAAGTTTAA
TACGGGGCCACAAC
TTCCGTCTGCCTATA
GTGAGTC 0.7882 0.4488

rs9631753 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACACCCATTATGGA
CAATGGGGAGACA

GAGTCGAGGTCATAT
CGTACCCATTATGGA
CAATGGGGAGACC

TTCTAAGTATTTAATA
ACATTCAACCCTTAC
CGAAGGGTGGACAG
CGTTGTCTGCCTATA
GTGAGTC 0.9038 0.8334

rs9660088 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTCTGGAAACA
CTTGTGCCTTTTATT

GAGTCGAGGTCATAT
CGTTCTCTGGAAACA
CTTGTGCCTTTTATC

CTGGGAAATTTTCTT
GTATTTTTAAGATCG
GTTGTTTTCCCGGTA
ACGTCTGCCTATAGT
GAGTC 0.02697 0.2705

rs970467 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCTGGCTAAA
TTTATCTCCACAGAA

GAGTCGAGGTCATAT
CGTGTGCTGGCTAAA
TTTATCTCCACAGAG

TTAACAACATGGAAT
GATTAATTAGCAGTA
ATCAGGCGTCTGTTG
GCGTCTGCCTATAGT
GAGTC 0.7412 0.6099



rs985205 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTCTTTTTCACTG
CTCTAACCATAGCAG
T

GAGTCGAGGTCATAT
CGTTCTTTTTCACTG
CTCTAACCATAGCAG
A

TCTAGTTCATAGTCA
ATCTCTACTCACAGT
GATTACTCACCGGAC
GATACGTCTGCCTAT
AGTGAGTC 0.1685 0.2881

rs993315 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGCTGCCTGA
TGTATATGAAATCAA
T

GAGTCGAGGTCATAT
CGTGAGCTGCCTGA
TGTATATGAAATCAA
C

GATTTCAGCAGAGCT
TTCTTATAGGGTGTG
TCCTACAAGACCGTA
GTCTGCCTATAGTGA
GTC 0.3434 0.06175

rs9947255 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGTGATGGGA
AAGACAAGGAGAAT

GAGTCGAGGTCATAT
CGTAAGTGATGGGAA
AGACAAGGAGAAA

ATACGCCTTGACAAT
AGTCTCCGCAAGTGA
GTTTATCGGTCCCCG
TCTGCCTATAGTGAG
TC 0.8343 0.1932

rs9947450 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCTGTTCCATGT
GATGCCATGGT

GAGTCGAGGTCATAT
CGTGCTGTTCCATGT
GATGCCATGGC

TTTTTTTCTCTCTATT
CTCCATTTGCTATTC
GGTGGCAAGTCGAG
CGTCTGCCTATAGTG
AGTC 0.7327 0.05662

rs995861 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCAATTACTCA
TCTATTTTTACATGTT
CGT

GAGTCGAGGTCATAT
CGTGTCAATTACTCA
TCTATTTTTACATGTT
CGC

AAAATAGTTTTGGTT
GTCTCATGTTCTGAT
CGCGGCGAGAGCTA
AGTCTGCCTATAGTG
AGTC 0.7081 0.1398

rs9965495 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAACCTAATATC
AGACACCTTTTGTTC
TAT

GAGTCGAGGTCATAT
CGTAAACCTAATATC
AGACACCTTTTGTTC
TAC

GTGTTTGATATTTAA
TTTTTTGAAACCTGG
TTTAACCGTCGGCAA
CGTCTGCCTATAGTG
AGTC 0.5268 0.006127

rs9966412 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGCAATGTGTAT
CACAAACCCTAAAA

GAGTCGAGGTCATAT
CGTTGCAATGTGTAT
CACAAACCCTAAAG

CACCCATTCCTTATT
ATTTCATTTCTCGGT
CGAACGATCAAACGG
GTCTGCCTATAGTGA
GTC 0.3016 0.01164



rs9991565 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGATCATTCC
ACAAGAGGACGTA

GAGTCGAGGTCATAT
CGTGGAGATCATTCC
ACAAGAGGACGTT

ATGAAGTATCTCCTT
TTGTTCAAAATGCCA
GGTCGGAACTTGGT
CTGTCTGCCTATAGT
GAGTC 1 0.7237

rs9999764 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTGAAGATCAA
AATGTCTATTGATCA
CT

GAGTCGAGGTCATAT
CGTTTTGAAGATCAA
AATGTCTATTGATCA
CC

ATTTTAATCTCTTCTC
AGTTTGGTGCAACGC
TTTGAATGGGCTCTC
GTCTGCCTATAGTGA
GTC 0.2026 0.2499

rs1001045 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGAACAGCTG
ATTTCCCATCAAG

GAGTCGAGGTCATAT
CGTGTGAACAGCTGA
TTTCCCATCAAC

AGATTAATTTCCATA
GTCACCACAAAACCA
CCGCAGTGTTGTCCA
CGTCTGCCTATAGTG
AGTC 0.5782 0.438

rs10114941 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAAGGTGAAAT
TGTATGCCAAGTGTG

GAGTCGAGGTCATAT
CGTCAAAGGTGAAAT
TGTATGCCAAGTGTC

CTAACTAAATATGATT
TTTGTTTCTTTAGAG
CACAAACGTGTATTC
GGGCGTCTGCCTAT
AGTGAGTC 0.6951 0.07409

rs10213965 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAGGTCGGCC
TCCTACTCATCTCG

GAGTCGAGGTCATAT
CGTGCAGGTCGGCC
TCCTACTCATCTCC

TGATCTAAGTCACAA
GTCTATGAACAGAGT
CAACGATTTGCCCGG
ACGTCTGCCTATAGT
GAGTC 0.3374 0.2009

rs10487505 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTCTCCTTGGGT
CCTCAGTGACTC

GAGTCGAGGTCATAT
CGTTTCTCCTTGGGT
CCTCAGTGACTG

CTGCACTCCATGTGT
GTGACAGCACCGAAA
TACTGGCTTGCGTCT
GCCTATAGTGAGTC 0.6244 0.9528

rs10789185 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTGCCTTAAGAG
CCAAACAAAAATAC

GAGTCGAGGTCATAT
CGTTTGCCTTAAGAG
CCAAACAAAAATAG

ATTAAAGGCAGAAAC
AGCATGTATGCAAGG
GCTGCGTTGTCTAG
GTCTGCCTATAGTGA
GTC 0.5557 0.1456



rs11587159 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCATACTGATA
CATCAAAAAGACTGT
CAC

GAGTCGAGGTCATAT
CGTGCCATACTGATA
CATCAAAAAGACTGT
CAG

GTGTCTTCTATCACT
TATTCCATTATGACC
TCTAACGCATCGGGT
CGTCTGCCTATAGTG
AGTC 0.4903 0.7657

rs11602246 BDNF 11 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAAAGGCTTTG
AAAAATCTCTAAAAG
C

GAGTCGAGGTCATAT
CGTTGAAAGGCTTTG
AAAAATCTCTAAAAG
G

TGTATAAATGCAAAA
GTATTTTAAACTGCT
TGCCTAAATTATCGC
CCAGGTCTGCCTATA
GTGAGTC 0.4455 0.2969

rs1171264 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTAGGTAGTAG
AGCAGAGGGCTACT
GG

GAGTCGAGGTCATAT
CGTTGTAGGTAGTAG
AGCAGAGGGCTACT
GC

TTATACATAAGTAAG
TTTTTTTTAACCCGA
GCGTTTATGGTATGA
TGCCACGTCTGCCTA
TAGTGAGTC 1 0.6706

rs1187274 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAGCAAGACAGA
AAGGCTAGACACAC

GAGTCGAGGTCATAT
CGTAAGCAAGACAGA
AAGGCTAGACACAG

CCAGGAGAACAATAG
ATTAATTTGTAGCTT
CTGACGGTCCATTGC
AGGTCTGCCTATAGT
GAGTC 0.9559 0.06482

rs12056959 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTGTATTTAT
TTGCTAAATCTGGCA
AC

GAGTCGAGGTCATAT
CGTGCCTGTATTTAT
TTGCTAAATCTGGCA
AG

TTATTGATAGGCTTT
TGATAGGTTACGAGC
TTTGTCCGGTGGAAA
GGTCTGCCTATAGTG
AGTC 0.5096 0.166

rs12336534 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGATTCCCAGTG
ATGTTCTTAGCAC

GAGTCGAGGTCATAT
CGTTGATTCCCAGTG
ATGTTCTTAGCAG

AAAGAAAGCACAAGA
GTACAAAATGCGAGA
CTAAACTCATCAGCG
TAGTCTGCCTATAGT
GAGTC 1 0.08403

rs13147995 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTCTGTTTTCTG
ATTCTGACTTATAAAT
GTG

GAGTCGAGGTCATAT
CGTGTCTGTTTTCTG
ATTCTGACTTATAAAT
GTC

AGAATAAGGTTCTTT
AAATTTGTAAAGAGG
AATAGTTGGGCACCG
TCTGTCTGCCTATAG
TGAGTC 0.5345 0.4638



rs13148844 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAGTTGTGCCT
CTGCACAACCG

GAGTCGAGGTCATAT
CGTTGAGTTGTGCCT
CTGCACAACCC

TAGAAGATAACACAG
AAGATAGTCGCGAGT
TGCTACGTTGCACAC
ATCGTCTGCCTATAG
TGAGTC 0.05707 0.7474

rs155438 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCATGCTTGACT
GGAGGTAGTAATGA
GG

GAGTCGAGGTCATAT
CGTGCATGCTTGACT
GGAGGTAGTAATGA
GC

AAGGTTTTATAATAT
CATTATAAGGAAGAC
GTTGCACGGTGGAG
CCATAGTCTGCCTAT
AGTGAGTC 0.1343 0.2479

rs155979 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTTTCCTGTGGGA
GGAGAGCAAGG

GAGTCGAGGTCATAT
CGTTTTCCTGTGGGA
GGAGAGCAAGC

AACATCTAAATGAAT
TCTCCACCCGTCCAT
GATCGAACGGCCTA
GGTCTGCCTATAGTG
AGTC 1 1

rs16118 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCAAAAGGTTGT
TTTCCTTTATGATGA
TAG

GAGTCGAGGTCATAT
CGTGCAAAAGGTTGT
TTTCCTTTATGATGA
TAC

AAAGGTATTTGTTTA
GTTCTGATGATGCAA
ACTCGCGGAAGAGG
TTACGTCTGCCTATA
GTGAGTC 0.5062 0.4789

rs16122 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGAAGTACCAGT
ATGGGATGAGACTG

GAGTCGAGGTCATAT
CGTTGAAGTACCAGT
ATGGGATGAGACTC

TTTTCTTTGATTTAGA
AATGACATAGCGTCT
TCTCACCCAGCGAGT
GTCTGCCTATAGTGA
GTC 0.2156 1

rs16138 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAAGTCTGACAA
TGTCTGTGGCAACC

GAGTCGAGGTCATAT
CGTAAAGTCTGACAA
TGTCTGTGGCAACG

TGCAGTTTACTCCTT
GGTTTGAGTCACGCA
TCACCTATTCCGAGG
TCTGCCTATAGTGAG
TC 0.1364 0.05444

rs17046491 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCCCTCTTCCA
ATCAGTCTGCTC

GAGTCGAGGTCATAT
CGTGCCCCTCTTCCA
ATCAGTCTGCTG

CCCTATCTTTTATATA
TAGAAATGTCTGGTT
CCGCTAATGAACTTC
CGGGTCTGCCTATA
GTGAGTC 1 1



rs17066836 MC4R 18 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCAATGAATG
CTTCTTACCTGACTT
G

GAGTCGAGGTCATAT
CGTGTTCAATGAATG
CTTCTTACCTGACTT
C

TGTTTTATATTTCTTT
CATGTTTTTGTAACT
TGGCTCCGACCTAAC
GGTCTGCCTATAGTG
AGTC 1 0.5167

rs17082185 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGGTGTTGGG
GCAGGATGTAG

GAGTCGAGGTCATAT
CGTGGGGTGTTGGG
GCAGGATGTAC

AACTGTTAACATTGT
TCTTGGAGCTAGCAC
ATGGATGATCCGCTC
GTCTGCCTATAGTGA
GTC 1 0.1905

rs17087768 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGGCAGAGCCA
CGGCCAG

GAGTCGAGGTCATAT
CGTAGGCAGAGCCA
CGGCCAC

AACCCTGGAGCAGT
CAGATACCGTGTCTA
GCAAACGAAACCTGA
CGTCTGCCTATAGTG
AGTC 1 0.7225

rs17127618 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAAATTGCCATCT
GGTTTCCAACAG

GAGTCGAGGTCATAT
CGTAAATTGCCATCT
GGTTTCCAACAC

ATTTTCTCTATCAGTA
CTTCAAAAAAGCACC
TCCACGTAGTATGGC
CGTCTGCCTATAGTG
AGTC 0.7767 1

rs17502674 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAACATGACTTG
TGAGATGCGGAAC

GAGTCGAGGTCATAT
CGTGAACATGACTTG
TGAGATGCGGAAG

GCCACATTGTTTAAA
TACAGCCTCGAATGG
TCGATGGCTTCTATA
GTCTGCCTATAGTGA
GTC 1 1

rs1822421 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGAGTGGATGG
CAATGGTCCAGTAC

GAGTCGAGGTCATAT
CGTGGAGTGGATGG
CAATGGTCCAGTAG

ACCGTCATCTGGCAA
AGTTAAACTTAGCTG
ACCTGCGCCTCTGTC
TGCCTATAGTGAGTC 1 0.009504

rs2038051 POU3F2 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAACATAACACT
GATACACAAATCTAC
TTTC

GAGTCGAGGTCATAT
CGTGAACATAACACT
GATACACAAATCTAC
TTTG

ACTTTCATTTATTACC
AATAATGGTACAACC
CTATGTCGAGAGGAA
TGCGTCTGCCTATAG
TGAGTC 0.2357 0.07047



rs2295595 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCCAGATTTGGT
TCCCTAGTTCACTG

GAGTCGAGGTCATAT
CGTCCCAGATTTGGT
TCCCTAGTTCACTC

AATCATAGATGTTGA
CATACATCCTACGCT
CATACTACTCAAAGG
GCCGTCTGCCTATAG
TGAGTC 0.5732 1

rs2658152 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGTAACCCAGG
CCTCCACTGATG

GAGTCGAGGTCATAT
CGTTGTAACCCAGGC
CTCCACTGATC

ATCATGGTACTATTT
CTCATTTAGAAGGTT
ATGTCAACCGCCTTC
CAACGTCTGCCTATA
GTGAGTC 0.5875 0.08497

rs3025123 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGGCTGCGTC
TCTAGCAAGTTCC

GAGTCGAGGTCATAT
CGTGAGGCTGCGTC
TCTAGCAAGTTCG

CTCCCACCCCTAGAC
AGACTCTCATTTACG
GGCACATAAGACCGT
CTGCCTATAGTGAGT
C 1 0.282

rs3762983 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTGGCCAGC
TGCAGAAGGG

GAGTCGAGGTCATAT
CGTGGCTGGCCAGC
TGCAGAAGGC

GGAGGTCTTTGGTG
CTCAGAACGTGGATG
TCTGCCCCTATCGTC
TGCCTATAGTGAGTC 0.5564 1

rs3905497 NPY 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCATGCATATGTG
TAAGAATATATCCAA
TTG

GAGTCGAGGTCATAT
CGTCATGCATATGTG
TAAGAATATATCCAA
TTC

ATATTTTACACATTTG
TAGCTTTGTACCTAA
ACTGGTCCGCGCTG
ATGTCTGCCTATAGT
GAGTC 0.04191 0.9171

rs4655811 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAATTCTTTCCTC
AGCCACGTTCAG

GAGTCGAGGTCATAT
CGTAATTCTTTCCTC
AGCCACGTTCAC

CTACTAATAAGCCAT
CAAAGCCGATACCCG
GTCGTCCGTGATGA
GTCTGCCTATAGTGA
GTC 0.6814 0.9196

rs4704436 OTP 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTTGCAACAT
TCAAGTTTTATGAGA
G

GAGTCGAGGTCATAT
CGTGGCTTGCAACAT
TCAAGTTTTATGAGA
C

ATTCCTACACTCAGT
CCTTTAAATGATCTG
GAGGTTGGACCCCG
ATGTCTGCCTATAGT
GAGTC 0.2204 0.5847



rs4731420 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGTCCACAGCT
CCATGGCCG

GAGTCGAGGTCATAT
CGTGGTCCACAGCT
CCATGGCCC

AATGTCACAGAGCTG
ACTCGACGCTAAGGT
ATCACGATGGCCGTC
TGCCTATAGTGAGTC 0.1535 0.3948

rs53125 LEP 7 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACACAATTATG
TACCTGAAACGCAG

GAGTCGAGGTCATAT
CGTGACACAATTATG
TACCTGAAACGCAC

TTTTAAGATTGGAAA
GAACTCATCGGCCAA
TGTTCGTAGTGACCC
AGTCTGCCTATAGTG
AGTC 1 0.8058

rs6234 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGAGGAGGGA
GCCCCTTCCG

GAGTCGAGGTCATAT
CGTGGGAGGAGGGA
GCCCCTTCCC

CTGCAAAGTGCTTTC
AGTAAAACCTCGGAC
TGAAGGATACGGTC
GTCTGCCTATAGTGA
GTC 0.4589 0.4733

rs6235 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAATCACCAAAG
AAGTCCCCAAC

GAGTCGAGGTCATAT
CGTCAATCACCAAAG
AAGTCCCCAAG

GCAAAGCTCAACATC
CCTTATGAGTTCCGG
TCCTATACTTGACGG
TCTGCCTATAGTGAG
TC 0.3545 0.9199

rs6661050 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGATGAAACCATC
CAACCAACAAACG

GAGTCGAGGTCATAT
CGTGATGAAACCATC
CAACCAACAAACC

CCACCAACAAAAAGA
AACCTACAGGGGAAA
CACGGCCTTTCGTGT
CTGCCTATAGTGAGT
C 0.4519 0.6416

rs6672331 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGGTCTTCGGG
AACCCTAAAATCACG

GAGTCGAGGTCATAT
CGTGGGTCTTCGGG
AACCCTAAAATCACC

GTAATCCTATCTCTT
GTCTCTGCTTTTGTG
GTGCGAATGGTCATA
CCCGTCTGCCTATAG
TGAGTC 1 1

rs6690661 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGCCTAAAGAGT
GGGGATGCTTGGTC

GAGTCGAGGTCATAT
CGTGCCTAAAGAGTG
GGGATGCTTGGTG

TTCAAGAAACAGCAA
GGAAATACAGTGGGT
ATATGACGCAATTCG
GTCTGCCTATAGTGA
GTC 0.6251 0.9169



rs6693573 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACAGGACTTTTGCC
GTAAAGATTCTTAAC

GAGTCGAGGTCATAT
CGTAGGACTTTTGCC
GTAAAGATTCTTAAG

TCAAGTACAATACCT
TTGGTGTGTGCGAAC
TATGACTAACGTGCA
GAGTCTGCCTATAGT
GAGTC 1 0.04285

rs6719226 POMC 2 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACTGCCAGGATCAA
ATGGAGAAATC

GAGTCGAGGTCATAT
CGTTGCCAGGATCAA
ATGGAGAAATG

ACAAAAATAGTGAGG
AGATTTAAAAGTGCG
CTCCGAAAACCACAT
ATAGGTCTGCCTATA
GTGAGTC 1 0.228

rs6896567 PCSK1 5 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGAGAAACAGCCT
TTCTGTGATTATGCG

GAGTCGAGGTCATAT
CGTGAGAAACAGCCT
TTCTGTGATTATGCC

ATGGGTGATTGAGTA
GTAACACAACATCGC
CGGTATGCCTCTACG
GTCTGCCTATAGTGA
GTC 0.1731 0.3112

rs7654292 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCTGGGTGGG
GGGGGGG

GAGTCGAGGTCATAT
CGTGGCTGGGTGGG
GGGGGGC

GTCAGGAGGAGTTC
GAGACGATTGGGTA
CAATTCGGCTCTAGG
GTCTGCCTATAGTGA
GTC 7.41E-06 1.91E-19

rs767933 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGGCAAGGACAG
GGAGCTGGCG

GAGTCGAGGTCATAT
CGTGGCAAGGACAG
GGAGCTGGCC

GGAAGAGGGCTCCT
CCTTGCGTTTATAGA
GGTTGACCGGCGTC
TGCCTATAGTGAGTC 0.5111 0.6702

rs7699011 CPE 4 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTGCGTCATATC
TAAAAAACCATTGCG

GAGTCGAGGTCATAT
CGTGTGCGTCATATC
TAAAAAACCATTGCC

AATCTAAGGTCACAA
AGATTTACAAGAACG
GGTCGCTATGTCGTT
GGTCTGCCTATAGTG
AGTC 0.3015 0.3116

rs7867174 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACTCTTGTATG
AGGAACTCTCCCCG

GAGTCGAGGTCATAT
CGTGACTCTTGTATG
AGGAACTCTCCCCC

ATGAGATATCTTTCC
CTTCAGTCTACACGT
AACCACTCGGATACC
AGGTCTGCCTATAGT
GAGTC 0.3268 0.5119



rs7873811 NTRK2 9 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTATGGCATTGC
TTCCAGGCCTTC

GAGTCGAGGTCATAT
CGTGTATGGCATTGC
TTCCAGGCCTTG

TTCATATGTGAATAA
GGGGCATGTTTAGC
CGAGTCCACACCTTC
GTCTGCCTATAGTGA
GTC 1 0.4066

rs8179183 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCCTTCCAAAGTA
AAGTGACATTTTTCT
CG

GAGTCGAGGTCATAT
CGTCCTTCCAAAGTA
AAGTGACATTTTTCT
CC

TTTTCATAGTATCTC
CATTAATTATTCGGT
GTCGTCGTGTAGAAT
GCCAGTCTGCCTATA
GTGAGTC 0.267 0.4525

rs868568 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGTTCTTTCTGCA
GACTGGATGCAGG

GAGTCGAGGTCATAT
CGTGTTCTTTCTGCA
GACTGGATGCAGC

GATCCAGTGATGGAC
ACCACGGTTGACCA
GTACCACGATTCGTC
TGCCTATAGTGAGTC 0.8304 0.4117

rs9403661 SIM1 6 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACCAAAGAGATAGG
GAAAAGTACAAGTGA
G

GAGTCGAGGTCATAT
CGTCAAAGAGATAGG
GAAAAGTACAAGTGA
C

CAAACAGAAAGTGTT
TATAAAATTAAAGGA
ACGACGTGCTCTAAT
GCGGTCTGCCTATA
GTGAGTC 0.6823 1

rs9436737 LEPR 1 Illumina_golden_gate_assay

ACTTCGTCAGTAACG
GACGACATGATCAGA
AACTACCAAATCATG
ATC

GAGTCGAGGTCATAT
CGTGACATGATCAGA
AACTACCAAATCATG
ATG

CGTTTATGTGTGAAT
GTGTTAGATATGTGG
CCGGTTCTTTCACAA
ACGTCTGCCTATAGT
GAGTC 0.5877 0.02135
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