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 Name Jama Purser 
 Affiliation Division of Geriatrics, Department of Medicine 

Duke University Medical Center 
 Phone 919-660-7545 
 Lab Contact Jessica Johnson 
 Lab Contact Phone 919-684-6433 
 Date Submitted April 8, 2009 
  

Polymorphism Information (If multiple SNPs, use attached template) 
 Name  
 RS# or Unique Identifier  
 Gene CACNA1S, AQP4 
 Chromosome position  
 Alleles  
  

Assay Information  
 Genotyping Method TaqMan® allelic discrimination assay 
 Genotypes in HWE (Y/N) (attach 

HWE Form) 
Yes. 

 Amount of DNA used 3ng per well 
 PCR primers proprietary information 

 PCR Components and Concentrations 
(Taq, buffer, MgCl2, primers, DMSO, 
other reagents) 

TaqMan® Genotyping Master Mix (2x50ml) (ABI) 

 PCR Cycling conditions (time and 
temperature for each step, # of cycles, 
etc.) 

95 °C (10 min)  92 °C (15 seconds)  60 °C (1 minute) 
holds at °C (50 cycles) 

 Detection Oligo(s) 
(if applicable) proprietary information 

 Other Reaction Conditions 
(detection reaction components, 
incubation conditions, gel %, etc.) 

N/A 

 Other Assay Info 
 
 
 
 

N/A 

 



Gene rs Chromosome
hg17 position (May 
2004 assembly)

Format
HWE p‐value 
white

HWE p‐value 
black

CACNA1S rs12139527 1 197740839 AG 0.916875 0.574063
CACNA1S rs1546416 1 197741213 AG 0.441563 0.944063
CACNA1S rs1507147 1 197743481 AG 0.239063 0.85125
CACNA1S rs1876386 1 197743670 CT 0.650312 0.663125
CACNA1S rs2279944 1 197743904 CT 0.530937 0.906563
CACNA1S rs13374149 1 197744141 CT 0.65125 0.855625
CACNA1S rs2297906 1 197744993 CT 0.409375 0.570625
CACNA1S rs10494827 1 197745604 CG 0.647188 0.700313
CACNA1S rs12407188 1 197747781 CG 0.0075 1
CACNA1S rs3850625 1 197747953 AG 1 0.204063
CACNA1S rs12065493 1 197750991 CT 0.389375 0.579063
CACNA1S rs13376324 1 197751829 AG 0.000937 0.23625
CACNA1S rs3818873 1 197755093 CT 0.830313 0.637188
CACNA1S rs10800755 1 197755637 CG 0.186562 0.701562
CACNA1S rs12032370 1 197756606 CT 0.8225 1
CACNA1S rs3767503 1 197757339 AC 0.237813 0.937187
CACNA1S rs3861929 1 197757507 CT 0.199687 0.079062
CACNA1S rs4915474 1 197758712 CT 0.356563 0.237187
CACNA1S rs7556265 1 197760870 CT 0.583125 0.72375
CACNA1S rs4915475 1 197761088 CT 0.182188 0.6475
CACNA1S rs1800559 1 197761600 AG 1 0.000937
CACNA1S rs2297904 1 197762325 AG 0.755 0.004375
CACNA1S rs12565884 1 197765929 CT 0.72375 0.104688
CACNA1S rs7411680 1 197766524 AG 1 0.43
CACNA1S rs2297902 1 197766728 AG 0.020313 0.190938
CACNA1S rs4564170 1 197766755 AG 1 0.04875
CACNA1S rs16847623 1 197767086 AG 1 0.808438
CACNA1S rs2297901 1 197767264 GT 0.8925 0.37875
CACNA1S rs7519715 1 197768726 CT 1 0.15375
CACNA1S rs16847636 1 197768964 AG 1 0.6225
CACNA1S rs7415038 1 197770344 AG 0.621875 0.605938
CACNA1S rs10920104 1 197771537 GT 0.020313 0.680312
CACNA1S rs2886329 1 197773137 AG 0.170625 0.003125
CACNA1S rs3767507 1 197773925 CT 0.069375 0.40125
CACNA1S rs10920105 1 197774275 AG 0.164375 0.014687
CACNA1S rs2296386 1 197774640 AG 0.619375 1



Gene rs Chromosome
hg17 position (May 
2004 assembly)

Format
HWE p‐value 
white

HWE p‐value 
black

CACNA1S rs10920106 1 197774973 CT 0.622812 0.004687
CACNA1S rs16847664 1 197775359 AG 1 0.376875
CACNA1S rs3767508 1 197775754 CT 0.159062 0.0025
CACNA1S rs3820422 1 197777130 AG 0.888125 0.584375
CACNA1S rs6672094 1 197778045 AG 0.570937 0.84
CACNA1S rs4915476 1 197778719 AG 0.10625 0.424375
CACNA1S rs16847669 1 197778735 CT 1 0.076563
CACNA1S rs9427714 1 197778768 AG 0.675 0.15
CACNA1S rs16847674 1 197778792 AG 0.250625 0.710625
CACNA1S rs4915213 1 197779431 CT 0.113125 0.385313
CACNA1S rs11811602 1 197779545 AG 0.22625 1
CACNA1S rs6667959 1 197780270 CT 0.309688 0.900312
CACNA1S rs7513787 1 197780943 AG 1 0.634375
CACNA1S rs734881 1 197781941 CT 1 0.168437
CACNA1S rs6689533 1 197783239 AT 0.498437 0.14
CACNA1S rs3767511 1 197783856 CT 0.05875 1
CACNA1S rs12724643 1 197784131 CT 1 0.199375
CACNA1S rs4915478 1 197784297 AG 0.594063 0.796875
CACNA1S rs16847694 1 197786011 GT 1 0.382812
CACNA1S rs16847699 1 197788778 CT 1 0
CACNA1S rs2296384 1 197790349 CT 1 0.780312
CACNA1S rs3753960 1 197790741 AG 0.457188 0.553125
CACNA1S rs2296383 1 197792522 AG 0.883437 0.304063
CACNA1S rs3820423 1 197793434 AG 0.74125 0.67875
CACNA1S rs2147798 1 197793475 CG 0.925625 0.065625
CACNA1S rs16847710 1 197793643 AG 1 0
CACNA1S rs6684689 1 197793821 AG 0.72875 0.431875
CACNA1S rs10920114 1 197794518 CT 1 0.230625
CACNA1S rs6677721 1 197797659 CG 0.590625 0.255625
CACNA1S rs6704355 1 197797941 AG 0.73125 0.045312
CACNA1S rs7534906 1 197798537 AG 0.280625 0.070938
CACNA1S rs17454870 1 197798668 AG 0.750625 0.246562
CACNA1S rs2038845 1 197799070 AC 0.533438 0.920625
CACNA1S rs16847726 1 197799582 CT 0.665625 0.009375
CACNA1S rs6699862 1 197799955 CT 0.540312 0.555625
CACNA1S rs17454947 1 197801418 AC 0.481875 0.4525



Gene rs Chromosome
hg17 position (May 
2004 assembly)

Format
HWE p‐value 
white

HWE p‐value 
black

CACNA1S rs12131939 1 197801739 CT 0.739062 1
CACNA1S rs12405259 1 197802397 AG 0.26625 0.174063
CACNA1S rs10449267 1 197803447 AG 0.353438 0.726875
CACNA1S rs10920115 1 197803541 GT 0.79125 0.114687
CACNA1S rs12022389 1 197805950 CT 0.325625 0.320625
CACNA1S rs2365293 1 197806902 CT 0.231875 0.494688
CACNA1S rs10920120 1 197807930 CG 1 0.324688
CACNA1S rs1325311 1 197810745 AG 1 0.140313
CACNA1S rs12406479 1 197811001 CG 0.7525 0.17375
CACNA1S rs10920121 1 197811375 CT 0.826875 0.659375
AQP4 rs335929 18 22689585 AC 0.5075 1
AQP4 rs11661256 18 22692538 AT 0.026562 0.000313
AQP4 rs1839318 18 22695213 CT 0.501875 0.776563
AQP4 rs3763040 18 22698372 AG 1 1
AQP4 rs4800773 18 22698979 AG 0.814063 1
AQP4 rs3875089 18 22699431 CT 1 0.625938
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