
HABC Gentoype Data Submission Form 
Submitting Investigator  

 Name Jama Purser 
 Affiliation Division of Geriatrics, Department of Medicine 

Duke University Medical Center 
 Phone 919-660-7545 
 Lab Contact Jessica Johnson 
 Lab Contact Phone 919-684-6433 
 Date Submitted Aug 18, 2008 
  

Polymorphism Information (If multiple SNPs, use attached template) 
 Name 
 RS# or Unique Identifier 
 Gene 
 Chromosome position 
 Alleles 

Please see uploaded file 
DNA_doc_purser13AUG08.xls 

  
Assay Information  

 Genotyping Method TaqMan® allelic discrimination assay 
 Genotypes in HWE (Y/N) (attach 

HWE Form) 
Of the 40 SNPs submitted, 6 deviate from HWE: 
rs7634015, rs3730060, rs7616486, rs2699905, 
rs2245143, and rs1896639 

 Amount of DNA used 3ng per well 
  PCR primers  

 PCR Components and Concentrations 
(Taq, buffer, MgCl2, primers, DMSO, 
other reagents) 

TaqMan® Genotyping Master Mix (2x50ml) (ABI) 

 PCR Cycling conditions (time and 
temperature for each step, # of cycles, 
etc.) 

95 (10 min)  72(15 min)  60 (1 hour) holds at 15 (50 
cycles) 

  Detection Oligo(s) 
(if applicable)  

 Other Reaction Conditions 
(detection reaction components, 
incubation conditions, gel %, etc.) 

N/A 

 Other Assay Info 
 
 
 
 

N/A 

 



Gene rs#
Chromo
some

hg17 position 
(05/04 assembly) Alleles PRIMER_FWD PRIMER_REV

PIK3CB rs624099 3 139,854,397 C/T proprietary information proprietary information
PIK3CB rs7634015 3 139,855,568 A/G GCCCAGTCTACCCATAAAGAAGAG TGTTGTCCTTCTTAATGTTCTCAGTCAAA
PIK3CB rs603723 3 139,861,668 C/G proprietary information proprietary information
PIK3CB rs2305268 3 139,866,771 C/T proprietary information proprietary information
PIK3CB rs361097 3 139,875,186 C/G proprietary information proprietary information
PIK3CB rs3730060 3 139,886,365 C/T proprietary information proprietary information
PIK3CB rs361063 3 139,887,076 A/C proprietary information proprietary information
PIK3CB rs524164 3 139,888,295 A/G proprietary information proprietary information
PIK3CB rs693293 3 139,891,874 C/T proprietary information proprietary information
PIK3CB rs361082 3 139,902,345 C/G proprietary information proprietary information
PIK3CB rs12108068 3 139,908,043 G/T proprietary information proprietary information
PIK3CB rs16848339 3 139,916,669 A/C proprietary information proprietary information
PIK3CB rs7616486 3 139,931,017 A/T proprietary information proprietary information
PIK3CB rs10513055 3 139,934,050 G/T proprietary information proprietary information
PIK3CB rs398065 3 139,953,089 C/G AGAAATTTTATCAAAAATAACGAACACTTTAAGCTAAGT GCCTTAAGGAAAATTTAAGCTTTGCTGTT
PIK3CA rs2699887 3 180,349,110 C/T proprietary information proprietary information
PIK3CA rs7621329 3 180,357,576 A/G AGCATTAATGGGAAAATTTGCGGAAA CCCTGCTGTCATGTATGGTTTCAT
PIK3CA rs4855094 3 180,360,679 A/G proprietary information proprietary information
PIK3CA rs9871768 3 180,364,195 A/C ACCCATATGGATGAATGAGCAAAGAAT CACTTCTTCAATTACCTGTCAGGGAAA
PIK3CA rs2699905 3 180,367,039 C/T TCTAGGGTATGAACAGATTGCTGGAT CTGCAAGAGAAATAAATAAGCATTACAAAGCA
PIK3CA rs7641889 3 180,369,311 C/T proprietary information proprietary information
PIK3CA rs7628855 3 180,375,406 C/T proprietary information proprietary information
PIK3CA rs7651265 3 180,375,731 A/G proprietary information proprietary information
PIK3CA rs6443624 3 180,380,376 A/C proprietary information proprietary information
PIK3CA rs7640662 3 180,384,703 C/G proprietary information proprietary information
PIK3CA rs2677760 3 180,385,966 C/T proprietary information proprietary information
PIK3CA rs9866361 3 180,390,551 A/G proprietary information proprietary information
PIK3CA rs13082485 3 180,391,282 A/G proprietary information proprietary information
PIK3CA rs7623154 3 180,403,860 A/G proprietary information proprietary information
PIK3CA rs3729680 3 180,410,112 A/G proprietary information proprietary information
PIK3CA rs2699890 3 180,425,825 A/G GGAGCTTACAGCCTAACAGAGAAA GCCTTTTCCTCCATATAAGTACCTTCTT
PIK3CA rs1356413 3 180,426,603 C/G proprietary information proprietary information
PIK3CA rs9823044 3 180,426,674 G/T proprietary information proprietary information
PIK3CA rs3729692 3 180,430,027 A/C proprietary information proprietary information
PIK3CA rs3729693 3 180,430,898 A/G proprietary information proprietary information
PIK3CA rs1607237 3 180,432,999 C/T proprietary information proprietary information
INSR rs2059806 19 7,117,376 C/T TCTACCACCGTCCAACTGTTG CTTATCAGAATGTGACGGAGTTCGA
INSR rs2245143 19 7,119,213 A/C/G proprietary information proprietary information
INSR rs1896639 19 7,154,846 C/T proprietary information proprietary information
INSR rs12609995 19 7,156,937 A/C proprietary information proprietary information
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ALLELE1_PROBE ALLELE2_PROBE
proprietary information proprietary information
CATTCCAAGAACAGCCG RS7634015‐ATOGM1
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
CTACATACCTTCTTCTAAGAGA RS398065‐CTOGM1
proprietary information proprietary information
TTCAGATTGGAGTTTGTAAGTA TCAGATTGGAGTTTATAAGTA
proprietary information proprietary information
CCTGCATTTCCTCTTTAGTA CTGCATTTCCTCGTTAGTA
ACTTTCACATCTAACCTT ACTTTCACATTTAACCTT
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
TTGCAAAGGAAAAGTGTAG TTGCAAAGGAAGAGTGTAG
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information
CAGGATGCGTGTGGTT CAGGATGCATGTGGTT
proprietary information proprietary information
proprietary information proprietary information
proprietary information proprietary information


